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MGV-GENOME-0314314:48,495-51,596 (+); 1-9,954 (+)
holin (CDS_0002) endolysin (CDS_0004)

endolysin (CDS_0003)
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uvig 380512:48,038-51,229 (+); 1-9,994 (+)
67 endolysin (CDS_0068) endolysin (CDS_0002)
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TemPhD_cluster 47001:47,068-50,410 (+); 1-9,271 (+)
holin (CDS_0002)
| endolysin (CDS_0003)
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IMGVR_UVIG_ 3300014963 _000024(3300014963|Ga0134523_1001313: 1-9,939 (+)
holin (CDS_0002) endolysin (CDS_0003)

MGV-GENOME-0309472:1-9,949 (+)
60 63
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holin (CDS_0003)

IMGVR_UViG_3300013947_000058|3300013947|Ga0116653_1000110:45,714-48,966 (+); 1-11,319 (+)

holin (CDS_0002) C3toxin (VF0387) (CDS_0006)
T endolysin (CDS_0003) head morphogenesis (CDS_0005) 7 ADP-ribosylglycohydrolase (CDS_0008) 13

uvig_339000:48,779-51,290 (+); 1-11,013 (+)
holin (CDS_0002) 3 pilot protein for DNA ejection (CDS_0005)
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MGV-GENOME-0308623: 46,231-49,421 (+); 1-8,020 (+)
holin (CDS_0002)
"] endolysin (CDS_0003) 67
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IMGVR_UViG_3300029852_000012|3300029852|Ga0245291_100488:47,298-50,487 (+); 1-8,892 (+)

2 endolysin (CDS_0003)
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2 endolysin (CDS_0003)

IMGVR_UViG_3300045988 034058|3300045988\Ga0495776 0106% 46,149-49,452 (+); 1-8,132 (+)
73 endolysin (CDS_0003)
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IMGVR_UViG_3300045988_059360|3300045988|Ga0495776_018335:44,911-48,909 (+); 1-7,249 (+)
holin (CDS_0002)
endolysin (CDS_0003) head morphogenesis (CDS_0005) 6
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MGV-GENOMEH 0279442 1-8,244 (+)
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