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IMGVR_UViG_2799113064_000001|2799113064|2799244490|58151-124019:41,125-45,570 (+)
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IMGVR_UViG_2860639655_000001|2860639655]2860639655(2169206-2236342:42,500-47,002 (+)
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IMGVR_UViG_2795385789_000005|2795385789|2795444573|199253-265322: 42,014-46,522 (+)
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IMGVR_UViG_2795385553_000007|2795385553|2795439126|283647-351121: 43,572-48,047 (+)
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IMGVR_UViG_2795385708_000001|2795385708|2795442385|317244-384673:42,850-47,175 (+)
anti-CRISPR-Cas evasion by DNA repair (AP1S120) (CDS_0061)
RecT-like ssDNA annealing protein (CDS_0062)
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IMGVR_UViG_2802428947_000002|2802428947|2802436437:42,418-47,662 (+)

HTH DNA binding protein (CDS_0050)
47 transcriptional repressor (CDS_0049) 53

TemPhD_cluster_56449:37,652-44,034 (+)
50

TemPhD_cluster_56414:38,327-44,597 (+)
39 46

IMGVR_UViG_2916639266_000001(2916639266|2916639268|604629-666159: 34,800-40,946 (+)
2000 nt i
DNA, RNA and nucleotide metabolism integration and excision transcription regulation unknown function anti-defence (dbAPIS)




