
IMGVR_UViG_2795385921_000001|2795385921|2795447333: 31,315-44,384 (+)

tail fiber protein
virion structural protein (CDS_0035)

36 37 endolysin (CDS_0038)
endolysin (CDS_0039)

40 41 42 43 44 45 46 47 48 49 50 51
excisionase (CDS_0052)

53

IMGVR_UViG_2795385548_000001|2795385548|2795439008|274002-341557: 30,841-39,672 (+)

endolysin (CDS_0036) 38 40 41 42 43 44

IMGVR_UViG_2802429072_000002|2802429072|2802439900|79242-145378: 31,260-43,149 (+)

38 40 41 42 transcriptional repressor (CDS_0046)
HTH DNA binding protein (CDS_0047)

TemPhD_cluster_56449: 30,747-41,782 (+)

36 38 39 40 HTH DNA binding protein (CDS_0045)

IMGVR_UViG_2795385860_000001|2795385860|2795445905|386466-452137: 31,836-42,059 (+)

41 42 43 transcriptional repressor (CDS_0048)

IMGVR_UViG_2795385848_000001|2795385848|2795445647|1797404-1863899: 30,149-39,354 (+)

MMB_gp29_gp30__gp30 (CDS_0037)
MMB_gp29_gp30__gp29 (CDS_0038) 40 41 42 43 44

IMGVR_UViG_2526164659_000001|2526164659|2526182755|1533971-1598977: 30,149-40,473 (+)

MMB_gp29_gp30__gp30 (CDS_0037)
MMB_gp29_gp30__gp29 (CDS_0038)

IMGVR_UViG_2799113041_000001|2799113041|2799243977|576169-642405: 30,521-39,966 (+)

38

IMGVR_UViG_2802428947_000002|2802428947|2802436437: 30,426-41,046 (+)

MMB_gp29_gp30__gp30 (CDS_0038)
MMB_gp29_gp30__gp29 (CDS_0039) 45 46

5000 nt
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