
TemPhD_cluster_47563_: 32,756-37,873 (+)

Erf-like ssDNA annealing protein (CDS_0044)

Erf recombination cofactor Arf (CDS_0045)
Kil protein for bacterial septation inhibition (CDS_0046)

CIII anti-termination (CDS_0047)
superinfection exclusion (CDS_0048)

49 50 51
anti-termination protein N-like (CDS_0052)

tRNA-Thr(CGT) 53 54
CII-like transcriptional activator (CDS_0055)

tail protein (CDS_0056)

TemPhD_cluster_20975: 32,558-37,601 (+)

49

TemPhD_cluster_18348: 32,756-38,008 (+)

49 50

TemPhD_cluster_35151: 32,558-37,316 (+)

49

IMGVR_UViG_2537562072_000003|2537562072|2537622727|11750-62499: 35,412-40,274 (+)

52 53

TemPhD_cluster_47676_: 32,558-37,513 (+)

49 50

IMGVR_UViG_2537562164_000004|2537562164|2537631997|3-54546: 39,130-46,268 (+)

55 56 replication initiation O-like (CDS_0062) 63

TemPhD_cluster_59285: 32,558-39,705 (+)

49

TemPhD_cluster_47621_: 33,060-38,094 (+)

51 52 transcriptional repressor (CDS_0055)
retron_type_VI_hth_cluster2_1 (CDS_0056)

TemPhD_cluster_26917: 32,494-39,024 (+)

Abc2 anti-RecBCD (APIS020) (CDS_0044)
abc1 anti-RecBCD (APIS006) (CDS_0045) 50 51 HNH endonuclease (CDS_0052) 54 55 CI-like repressor (CDS_0056)

transcriptional repressor (CDS_0057)

TemPhD_cluster_23305: 31,934-38,464 (+)

48 49 HNH endonuclease (CDS_0050)

2000 nt
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tRNA


