
uvig_168291: 13,415-21,791 (+)

15 16 17 18 19 20 21 22

DNA methyltransferase (CDS_0023)

24

phosphoheptose isomerase (CDS_0025)
MTase_II_00048 Type (CDS_0026)

27 28 lipoprotein (CDS_0029) 30 31 32

IMGVR_UViG_3300045988_068110|3300045988|Ga0495776_169428: 34,739-43,110 (+)

DNA methyltransferase (CDS_0054) 55

phosphoheptose isomerase (CDS_0056)
MTase_II_00048 Type (CDS_0057)

58

MGV-GENOME-0327675: 35,202-43,574 (+)

DNA methyltransferase (CDS_0054) 55

phosphoheptose isomerase (CDS_0056)
MTase_II_00048 Type (CDS_0057)

58

uvig_88899: 33,088-41,627 (+)

44 51 52

phosphoheptose isomerase (CDS_0053)
MTase_II_00048 Type (CDS_0054)

55

IMGVR_UViG_3300045988_026077|3300045988|Ga0495776_165623: 28,030-36,567 (+)

44
DNA methyltransferase (CDS_0045)

46

phosphoheptose isomerase (CDS_0047)
MTase_II_00048 Type (CDS_0048)

49

IMGVR_UViG_3300045988_035770|3300045988|Ga0495776_147003: 32,832-41,375 (+)

51

DNA methyltransferase (CDS_0052)

DNA methyltransferase (CDS_0053)
54

phosphoheptose isomerase (CDS_0055)
MTase_II_00048 Type (CDS_0056)

57

IMGVR_UViG_3300045988_045028|3300045988|Ga0495776_130401: 33,013-41,553 (+)

51 52

phosphoheptose isomerase (CDS_0053)
MTase_II_00048 Type (CDS_0054)

55

SRS015095_a1_ct3749_vs1: 35,828-45,509 (+)

54 RM_Type_II__Type_II_MTases_FAM_2 (CDS_0055)

DNA methyltransferase (CDS_0058)

59

phosphoheptose isomerase (CDS_0060)
MTase_II_00048 Type (CDS_0061)

62

MGV-GENOME-0319966: 31,466-38,431 (+)

41 46 47 48 DNA methyltransferase (CDS_0051) 52 53

MGV-GENOME-0310239: 23,137-30,619 (+)

35 36 37
phosphoheptose isomerase (CDS_0041)

MTase_II_00048 Type (CDS_0042)

uvig_153384: 31,734-39,123 (+)

45 46 47 53 54

uvig_85635: 6,453-13,116 (+)

DNA methyltransferase (CDS_0019) 20

MGV-GENOME-0328489: 31,915-39,577 (+)

45 46
DNA methyltransferase (CDS_0047)

48DNA methyltransferase (CDS_0049) 52

MGV-GENOME-0300672: 22,652-30,313 (+)

33 34 35 DNA methyltransferase (CDS_0036)

MGV-GENOME-0319427: 32,147-39,274 (+)

47 48 49 50 DNA methyltransferase (CDS_0051)

uvig_559522: 3,215-10,404 (+)

12 15

MGV-GENOME-0314842: 29,440-36,715 (+)

37 39 43 44

uvig_60023: 7,050-14,784 (+)

16 17
DNA methyltransferase (CDS_0018)

19 20

MGV-GENOME-0258560: 15,222-23,836 (+)

tRNA-Undet(NNN)
DNA methyltransferase (CDS_0025) 28 29

uvig_329498: 3,521-11,527 (+)

12
radical SAM domain protein (CDS_0013)

14 20

IMGVR_UViG_3300045988_036996|3300045988|Ga0495776_113086: 32,832-39,487 (+)

48 49 50 radical SAM domain protein (CDS_0053)

MGV-GENOME-0329455: 30,527-39,429 (+)

42 46 47
MTase_II_00030 Type (CDS_0048)

RM_Type_II__Type_II_MTases_FAM_2 (CDS_0049)

IMGVR_UViG_3300045988_044884|3300045988|Ga0495776_165709: 29,555-38,161 (+)

43 44
MTase_II_00030 Type (CDS_0045)

RM_Type_II__Type_II_MTases_FAM_2 (CDS_0046)

MGV-GENOME-0321122: 27,659-36,897 (+)

40 41
MTase_II_00030 Type (CDS_0042)

RM_Type_II__Type_II_MTases_FAM_2 (CDS_0043)

IMGVR_UViG_3300045988_060014|3300045988|Ga0495776_177687: 31,562-38,322 (+)

48 49
DNA methyltransferase (CDS_0050)

DNA methyltransferase (CDS_0051) 54 55

IMGVR_UViG_3300045988_096412|3300045988|Ga0495776_077765: 43,691-50,451 (-)

DNA methyltransferase (CDS_0071)
DNA methyltransferase (CDS_0072)

7374

uvig_130028: 38,684-45,745 (-)

DNA methyltransferase (CDS_0062)
DNA methyltransferase (CDS_0063)

6465

MGV-GENOME-0319609: 43,450-50,512 (-)

DNA methyltransferase (CDS_0068)
DNA methyltransferase (CDS_0069)

707172

MGV-GENOME-0301117: 24,630-31,692 (+)

35 36 37
DNA methyltransferase (CDS_0038)

DNA methyltransferase (CDS_0039)

MGV-GENOME-0265583: 17,579-24,641 (+)

26 27
DNA methyltransferase (CDS_0028)

DNA methyltransferase (CDS_0029)

OTU_966: 31,026-38,102 (+)

48 49
DNA methyltransferase (CDS_0050)

DNA methyltransferase (CDS_0051)

uvig_382249: 31,383-38,445 (+)

49 50
DNA methyltransferase (CDS_0051)

DNA methyltransferase (CDS_0052)

MGV-GENOME-0273010: 13,014-20,078 (-)

DNA methyltransferase (CDS_0031)
DNA methyltransferase (CDS_0032)

3334

MGV-GENOME-0248469: 15,040-22,104 (+)

26 27
DNA methyltransferase (CDS_0028)

DNA methyltransferase (CDS_0029)

MGV-GENOME-0316981: 30,438-38,143 (+)

47 48 49
DNA methyltransferase (CDS_0050)

DNA methyltransferase (CDS_0051)

MGV-GENOME-0299099: 23,867-31,218 (+)

32 33 36 37 38
DNA methyltransferase (CDS_0039)

DNA methyltransferase (CDS_0040)

uvig_129030: 13,047-20,109 (-)

RM_Type_II__Type_II_MTases_FAM_2 (CDS_0032)3334

uvig_466801: 47,691-55,337 (+)

51 56 57 58 RM_Type_II__Type_II_MTases_FAM_2 (CDS_0059)

MGV-GENOME-0304649: 37,629-43,994 (-)

6162

MGV-GENOME-0288151: 23,004-29,369 (+)

35 36

MGV-GENOME-0316454: 27,376-33,107 (+)

39 40 41

uvig_557755: 39,571-47,501 (+)

48
radical SAM domain protein (CDS_0049)

50 51 52

uvig_249578: 40,015-47,305 (+)

57

IMGVR_UViG_3300045988_060651|3300045988|Ga0495776_095457: 30,725-38,431 (+)

46 47
RM_Type_II__Type_II_MTases_FAM_2 (CDS_0048)

49 50 51

IMGVR_UViG_3300045988_047913|3300045988|Ga0495776_113157: 32,690-39,752 (+)

48 49 50 52

uvig_597752: 30,559-37,620 (+)

45 46 47

MGV-GENOME-0320931: 32,648-39,751 (+)

48 49 50

uvig_155542: 11,782-19,713 (-)

2728
phosphoadenosine phosphosulfate reductase (CDS_0029)

33

IMGVR_UViG_3300045988_032793|3300045988|Ga0495776_156435: 44,915-52,091 (-)

777879

uvig_252009: 32,600-39,779 (+)

48 49 50

uvig_324119: 13,298-20,474 (-)

353637

uvig_471721: 11,681-18,857 (+)

21 22 23 24

MGV-GENOME-0321235: 32,600-39,777 (+)

48 49 50 DNA methyltransferase (CDS_0053)

uvig_309286: 17,747-25,512 (+)

DNA methyltransferase (CDS_0026) 27 28

uvig_323335: 7,355-13,694 (+)

14 15 16

IMGVR_UViG_3300045988_043331|3300045988|Ga0495776_113341: 32,698-39,574 (+)

49 50 51 DNA methyltransferase (CDS_0054)

IMGVR_UViG_3300045988_096434|3300045988|Ga0495776_028613: 39,077-45,953 (-)

686970

MGV-GENOME-0325820: 33,027-39,902 (+)

49 50 51 56

MGV-GENOME-0312121: 29,170-38,026 (+)

46 47 48 49 50 51 56
transcriptional regulator (CDS_0057)

MGV-GENOME-0322897: 32,714-35,988 (+)

48 49

3000 nt

moron, auxiliary metabolic gene and host takeover other transcription regulation unknown function defence (DefenseFinder) defence (PADLOC) pseudogene


