
MGV-GENOME-0304709: 16,122-22,280 (+)

18 19 20 21 tail protein (CDS_0022)
tail fiber protein (CDS_0023)

24 25 26

MGV-GENOME-0334429: 16,122-22,281 (+)

tail fiber protein (CDS_0023)
24 25

IMGVR_UViG_3300023721_000251|3300023721|Ga0257062_100259|2-54840: 6,750-12,909 (-)

1314tail fiber protein (CDS_0015)

MGV-GENOME-0316497: 16,122-22,279 (+)

tail fiber protein (CDS_0023) 24 25 26

IMGVR_UViG_3300045988_044884|3300045988|Ga0495776_165709: 16,122-27,925 (+)

tail fiber protein (CDS_0023) 24 25 27 28 29 30 31 32
tRNA-Pro(GGG)

33

uvig_289415: 16,122-30,724 (+)

tail fiber protein (CDS_0023) 24 25 26 27 29 30 31

transcriptional regulator (CDS_0033)
Retron_VI__HTH (CDS_0034)

35

IMGVR_UViG_3300045988_066874|3300045988|Ga0495776_095288: 16,122-29,109 (+)

tail fiber protein (CDS_0023) 24 25 26 30

MGV-GENOME-0328489: 16,122-29,682 (+)

tail fiber protein (CDS_0023) 24 25 26 27

MGV-GENOME-0314842: 16,122-27,543 (+)

tail fiber protein (CDS_0023) 24 25 26 27 RT_III-AM_III-B_2 (CDS_0030)

IMGVR_UViG_3300045988_032793|3300045988|Ga0495776_156435: 5,515-13,531 (-)

12131415tail fiber protein (CDS_0016)

MGV-GENOME-0294396: 16,122-24,138 (+)

tail fiber protein (CDS_0023) 24 25 26 27

uvig_153384: 16,122-23,204 (+)

tail fiber protein (CDS_0023) 24 25 26

MGV-GENOME-0312121: 16,122-22,790 (+)

tail fiber protein (CDS_0023) 24 25

MGV-GENOME-0335715: 16,122-24,138 (+)

tail fiber protein (CDS_0023) 24 25 26 27

MGV-GENOME-0286729: 16,122-28,063 (+)

tail fiber protein (CDS_0023) 24 25 26 27 31 32 lipoprotein (CDS_0033)

uvig_483514: 15,119-24,116 (+)

tail protein (CDS_0017)
18 tail fiber protein (CDS_0023) 24 25 26 27

IMGVR_UViG_3300045988_032375|3300045988|Ga0495776_147222: 16,122-28,162 (+)

tail fiber protein (CDS_0023) 24 25 26 27 endolysin (CDS_0032) 33

uvig_597752: 16,122-28,798 (+)

tail fiber protein (CDS_0023) 24 25 26 27 33 hemolysin (CDS_0034)

uvig_130028: 1-7,550 (-)

DnaD-like helicase loader (CDS_0001)

DS-15__DS-15A (CDS_0002)
ParB-like partition protein (CDS_0003)

4tail fiber protein (CDS_0005)

MGV-GENOME-0304649: 1-7,642 (-)

DnaD-like helicase loader (CDS_0001)

DS-15__DS-15A (CDS_0002)
ParB-like partition protein (CDS_0003)

45tail fiber protein (CDS_0006)

IMGVR_UViG_3300045988_096434|3300045988|Ga0495776_028613: 1-7,391 (-)

DnaD-like helicase loader (CDS_0001)

DS-15__DS-15A (CDS_0002)
ParB-like partition protein (CDS_0003)

45

tail fiber protein (CDS_0006)

MGV-GENOME-0309916: 1-8,319 (-)

DnaD-like helicase loader (CDS_0001)

DS-15__DS-15A (CDS_0002)
ParB-like partition protein (CDS_0003)

456tail fiber protein (CDS_0007)

IMGVR_UViG_2895725192_000002|2895725192|2895725197|15555-73426: 1-15,463 (-)

DnaD-like helicase loader (CDS_0001)

DS-15__DS-15A (CDS_0002)
ParB-like partition protein (CDS_0003)

45

hemolysin (CDS_0006)

7
endolysin (CDS_0008)

910

Hoc-like head decoration (CDS_0011)

12
Avd protein of DGR (CDS_0013)

1516tail fiber protein (CDS_0017)

MGV-GENOME-0319609: 1-11,105 (-)

anti-CRISPR-Cas (AcrIIA21) (CDS_0001)2345678910

MGV-GENOME-0324684: 1-13,888 (-)

DnaD-like helicase loader (CDS_0001)
23456789

Hoc-like head decoration (CDS_0010)
111213tail fiber protein (CDS_0017)

IMGVR_UViG_3300045988_096412|3300045988|Ga0495776_077765: 1-11,358 (-)

DnaD-like helicase loader (CDS_0001)

DS-15__DS-15A (CDS_0002)
ParB-like partition protein (CDS_0003)

45678

MGV-GENOME-0301807: 16,753-29,589 (+)

27 28 29 30 31 32 33 34

DNA methyltransferase (CDS_0035)

DNA methyltransferase (CDS_0036)

phosphoheptose isomerase (CDS_0037)

MTase_II_00048 Type (CDS_0038)

39

6000 nt

DNA, RNA and nucleotide metabolism head and packaging lysis moron, auxiliary metabolic gene and host takeover other tail transcription regulation unknown function

defence (DefenseFinder) defence (PADLOC) anti-defence (dbAPIS) tRNA


