RT_III-AM_III-B_2 (CDS_0028)
holin (CDS_0031)
transposase (CDS_0032)
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MGV-GENOME 0205 746: 20.922-28.920 (4)
holin (CDS 0030) tRNA-Met(CAT)
29 transposase (CDS_0031) 32 33

MGV-GENOME-0215054: 20,887-30,577 (+)
holin (CDS_0031)
2930 | 8233 34 35 36 37 38

MGV-GENOME-0218463:20,886-31,199 (+)
holin (CDS_0031)
transposase (CDS_0032)

endolysin (CDS_0029) 30 | 33 34 35 36 37 38 39 40 4142 43 44
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MGV-GENOME-0252745:20,918-37,110 (+)
holin (CDS_0031) DNA methyltransferase (CDS_0035) 40

29 30 transposase (CDS 0032) 33 34 36 37 38 39[ 41 42 43 44
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MGV-GENOME-0263318:20,902-36,572 (+)
holin (CDS_0031)
transposase (CDS_0032)
29 30 | 33 34 35 36 37 38 39 40 41 42 43 4445 46 47

MGV-GENOME-0253246: 20,872-37,205 (+)
holin (CDS_0031)
transposase (CDS_0032)
endolysin (CDS_0029) 30 | 33 34 35 36 373839 40 4142 43 44
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MGV-GENOME-0263072:20,899-34,597 (+)
DNA methyltransferase (CDS_0035)
QatD_00001 (CDS_0032)
endolysin (CDS_0029) 30 31 33 34 36 37 38 39 4041 42 43 44
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uvig_199468:20,929-39,269 (+)

43
endolysin (CDS_0029) 3031 32 33 3435 36 37 38 39 40 41 42 44 45 46 47

MGV-GENOME-0265034: 20,908-36,777 (+)
22 23 27 28 29 30 31 32 33

MGV-GENOME-0208257:19,968-29,333 (+)
28 29 30 31 32

MGV-GENOME-0206584:20,334-29,057 (+)
hemolysin (CDS_0031)
transposase (CDS_0032)
29 30 | 33

MGV-GENOME-0209947: 20,932-29,652 (+)

hemolysin (CDS_0031)
29 30 transposase (CDS_0032)
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MGV-GENOME-4400539: 20,890-28,980 (+)
hemolysirﬁDS_OOiSZ)
peptidase (CDS_0030) 31 transposase (CDS_0033) 3435

MGV-GENOME-0199249:20,924-27,835 (+)
transposase (CDS_0032)
peptidase (CDS_0029) 30 31 33 34
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MGV-GENOME-0209994:20,933-29,659 (+)
transposase (CDS_0032)
peptidase (CDS_0029) 30 31
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MGV-GENOME-0208373:20,933-29,367 (+)
hemolysin (CDS_0031)

endolysin (CDS_0029) 30 transposase (CDS_0032) 33 34 35
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SAMEA2737731_al _ct113884 vs1:20,905-32,554 (+)
hemolysirﬁDS_OOSl)
endolysin (CDS_0029) 30 transposase (CDS_0032) 33 34 35 36 37 38 39 40

uvig_313397:20,981-34,389 (+)
transposase (CDS_0032)

endolysin (CDS_0029) 30 31 33 34 35 36 37 38 39
bbe o Dbt e O ¢ o

MGV-GENOME-0249931:20,926-33,679 (+)
29 30 31 32 33

MGV-GENOME-0201839: 20,528-28,204 (+)
29 30 31 32
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MGV-GENOME-0201031:20,528-28,056 (+)

hemolysin (CDS_0031)
29 30 | 32 33
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MGV-GENOME-0219216:20,528-29,050 (+)

hemolysin (CDS_0031)
29 30 [ 32 33

MGV-GENOME-0203005: 20,528-28,414 (+)

29 30 31 32 33
b b Lob—L ot

MGV-GENOME-0204310: 20,528-28,642 (+)
26 27 28 29 30 31

I — . E—— - S S
MGV-GENOME-0193707: 18,378-26,780 (+)

29 30 31 32 33 34
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SAMNO09781717_al ct77543 vs1:20,585-28,907 (+)
7000 nt !
DNA, RNA and nucleotide metabolism head and packaging integration and excision lysis other unknown function defence (DefenseFinder) defence (PADLOC) tRNA pseudogene
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