DNA helicase (CDS_0022)

endolysin (CD5_0021) endonuclease (CDS_0025)
“DNA helicase (CDS_0023) tRNA-Ser(GGA) anti-repressor (CDS_0042)
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DNA repair protein (CDS_0030)
anti-RM (APIS039) (EDS_0029)
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IMGVR_UViG_2654587570_000013|2654587570]2654592936|10975-46035: 30,829-34,974 (+)
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IMGVR _UVIG_ 2671180778 000014|2671180778]2671275001|19606-55096: 30,470-35,233 (+)
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