
uvig_451868: 11,385-53,280 (+)

14
15

tail length tape measure protein (CDS_0016)

17 18 19 20
tail length tape measure protein (CDS_0021)

22 23 24

pre-neck appendage protein (CDS_0025)

holin (CDS_0026)
27

endolysin (CDS_0028)

29 30

anti-RM (APIS192) (CDS_0031)
Fe-S oxidoreductase (CDS_0032)

33
34

35

RM_Type_II__Type_II_MTases_FAM_4 (CDS_0036)

37
38

ERCC4-type nuclease (CDS_0039)

DNA polymerase (CDS_0040)

exonuclease (CDS_0041)
DNA primase (CDS_0042)

DnaB-like replicative helicase (CDS_0043)

44

metal-dependent phosphohydrolase (CDS_0045)

46

HNH endonuclease (CDS_0047)

Sak-like ssDNA annealing protein (CDS_0048)

49

MazF-like growth inhibitor (CDS_0050)

51
52

53

retron_type_VI_hth_cluster2_1 (CDS_0054)

55
56
57

MGV-GENOME-0353965: 11,385-50,518 (+)

20
2122 23 24 25 26

pre-neck appendage protein (CDS_0027)

holin (CDS_0028)
29

endolysin (CDS_0030)

31 32

RM_Type_II__Type_II_MTases_FAM_1 (CDS_0033)

34

RM_Type_II__Type_II_MTases_FAM_4 (CDS_0035)

36
37

38

ERCC4-type nuclease (CDS_0039)
DNA polymerase (CDS_0040)

exonuclease (CDS_0041)
DNA primase (CDS_0042)

DnaB-like replicative helicase (CDS_0043)

44

metal-dependent phosphohydrolase (CDS_0045)

46 47

Sak-like ssDNA annealing protein (CDS_0048)

49 50
51

52

uvig_516753: 11,198-45,163 (+)

20
2122 23 24 25

26
27

phosphoesterase (CDS_0028)

29
30

RM_Type_II__Type_II_MTases_FAM_1 (CDS_0031)

anti-RM (APIS192) (CDS_0032)

33
34

35

36

RM_Type_II__Type_II_MTases_FAM_1 (CDS_0037)

38

RM_Type_II__Type_II_MTases_FAM_4 (CDS_0039)

40
41

ERCC4-type nuclease (CDS_0042)

DNA polymerase (CDS_0043)

exonuclease (CDS_0044)
DNA primase (CDS_0045)

DnaB-like replicative helicase (CDS_0046)

47

metal-dependent phosphohydrolase (CDS_0048)

49

terminase small subunit (CDS_0050)

Sak-like ssDNA annealing protein (CDS_0051)

52 53
54

55

MGV-GENOME-0345272: 9,992-38,155 (+)

13 14 18 20 21 22 23 24 25 26 27 28
exonuclease (CDS_0029)

DNA primase (CDS_0030)

31 32

metal-dependent phosphohydrolase (CDS_0033)

34

Sak-like ssDNA annealing protein (CDS_0035)

36 37
38

39

uvig_26482: 11,385-37,675 (+)

19 20 21 22 23 24

pre-neck appendage protein (CDS_0025)
holin (CDS_0026)

27 28 29 30 31

32
33

34
endolysin (CDS_0035)

MGV-GENOME-0341819: 11,385-35,547 (+)

19 20 21 22 23 24

pre-neck appendage protein (CDS_0025)

holin (CDS_0026)
27

endolysin (CDS_0028)

29 30

MGV-GENOME-4429842: 11,199-34,074 (+)

19 20 21 22 23 24

pre-neck appendage protein (CDS_0025)
holin (CDS_0026)

27 28
29

30

MGV-GENOME-0346084: 11,199-40,438 (+)

19 20 21 22 23 24 25

pre-neck appendage protein (CDS_0026)
holin (CDS_0027)

28 29 30 31 32

33
34

35 36 37 38

uvig_541098: 11,385-39,686 (+)

19 20 21 22 23 24 25

pre-neck appendage protein (CDS_0026)
holin (CDS_0027)

28 29 30 31 32

33
34

35 36 37
38

MGV-GENOME-0349733: 11,199-44,880 (+)

19 20 21 22 23 24 25 26 27

pre-neck appendage protein (CDS_0028)

holin (CDS_0029)
30

endolysin (CDS_0031)

32 33
34
35 36 37 38

39
endonuclease (CDS_0040)

Sak-like ssDNA annealing protein (CDS_0041)

42 43
44

45

uvig_194152: 11,199-42,545 (+)

19 20 21
tail length tape measure protein (CDS_0022)

23 24 25

pre-neck appendage protein (CDS_0026)

holin (CDS_0027)
28

endolysin (CDS_0029)

30 31
32
33 34 35 36

Sak-like ssDNA annealing protein (CDS_0037)

38

MazF-like growth inhibitor (CDS_0039)

40
41

MGV-GENOME-0315310: 11,386-19,723 (+)

20

MGV-GENOME-0315398: 11,386-19,763 (+)

20 21

uvig_339586: 11,199-19,411 (+)

20

uvig_286570: 11,385-19,514 (+)

20

MGV-GENOME-0320735: 11,200-19,677 (+)

20 21

MGV-GENOME-0311455: 11,387-19,729 (+)

20

MGV-GENOME-0323110: 11,385-21,138 (+)

20 cas12f2_V-F_3 (CDS_0023)

MGV-GENOME-0317749: 11,198-19,498 (+)

20
21

MGV-GENOME-0313918: 11,385-19,650 (+)

20

10000 nt

DNA, RNA and nucleotide metabolism connector head and packaging lysis moron, auxiliary metabolic gene and host takeover other tail unknown function defence (DefenseFinder)

defence (PADLOC) anti-defence (dbAPIS)


