head closure (CDS_0003)
DNA invertase (CDS_0033) tail length tape measure protein (CDS_0005)
28 29 tail protein (CDS_0030) 32 34 35 1 2 4 I 6 tail protein (CDS_0007)
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TemPhD_cluster_35372:37,256-45,603 (+); 1-7,033 (+)
25 transfer-messenger RNA SsrA 31 DNA binding protein (CDS_0032)
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TemPhD_cluster_48790_: 34,846-43,939 (+); 1-6,652 (+)
tail fiber protein (CDS_0001) tail fiber assembly protein (CDS_0002)
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TemPhD_cluster_27100: 38,777-46,148 (+); 1-6,625 (+)
2 tail fiber assembly protein (CDS_0001)
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At _ - 1-6, (-):40,013-45,375 (-)

tail fiber protein (CDS_0001)
35 tail fiber assembly protein (CDS_0002)

TemPhD_cluster_48220: 38,257-45,777 (+); 1-6,807 (+)
35 1 tail fiber protein (CDS_0002)

TemPhD_cluster_59903:38,335-45,777 (+); 1-6,885 (+)
tail fiber protein (CDS_0001)
36 tail fiber assembly protein (CDS_0002)

TemPhD_cluster_40678:38,129-45,709 (+); 1-6,738 (+)
1 35 tail fiber protein (CDS_0034)
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TemPhD_cluster_21607:1-7,577 (-); 38,960-45,701 (-)

tail fiber protein (CDS_0037) 1 tail fiber protein (CDS_0002)

TemPhD_cluster_59786: 38,605-46,169 (+); 1-6,332 (+)
tail fiber protein (CDS_0035) tail fiber assembly protein (CDS_0002)
tail fiber protein (CD5_0001)

TemPhD_cluster_40777:37,719-45,283 (+); 1-6,332 (+)
tail fiber protein (CDS_0035) 1 tail fiber protein (CDS_0002)

TemPhD_cluster_60032: 37,606-45,287 (+); 1-6,214 (+)
tail fiber protein (CDS_0034) 1 tail fiber assembly protein (CDS_0002)
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TemPhD_cluster_48363:35,584-45,341 (+); 1-6,166 (+)

tail fiber protein (CDS_0001) 35 tail fiber assembly protein (CDS_0034)

TemPhD_cluster_27136:1-7,801 (-); 39,188-45,283 ()
tail fiber protein (CDS_0035) 1 tail fiber assembly protein (CDS_0002) )

TemPhD_cluster_35414:37,572-45,286 (+); 1-7,349 (+)
20 21
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TemPhD_cluster_34600: 10,868-25,069 (+)

1 35 34

TemPhD_cluster_59962:1-7,619 (-); 39,001-45,540 (-)
31 36 tail fiber assembly protein (CDS_0001)

TemPhD_cluster_24284:37,657-45,917 (+); 1-7,034 (+)
34 tail fiber assembly protein (CDS_0001)
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TemPhD_cluster_40727:37,283-45,546 (+); 1-7,061 (+)

tail fiber assembly protein (CDS_0034)
tail fiber assembly protein (CDS_0001)
tail collar protein (CDS_0002)
virion structural protein (CDS_0033) \ \ 3

E%

TemPhD_cluster_52619:21,966-29,327 (+); 1-6,685 (+)
tail fiber assembly protein (CDS_0033)
tail fiber assembly protei?'(fDS_OOOl)
tail collar protein (CDS_0002) | 32

TemPhD_cluster_52620:1-7,595 (-); 22,876-29,327 (-)
6000 nt i
DNA, RNA and nucleotide metabolism connector head and packaging tail unknown function tmRNA
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