anti-CRISPR-Cas evasion by DNA repair (AP1S120) (CDS_0037)
metallo-endopeptidase (CDS_0028)

hyaluronidase (CDS_0023) DnaD-like helicase loader (CDS_0036)
tail protein (CDS_0020) UG17 (CDS 0025) capH (CDS_0031)
32 34
19 21] 30 | [33[35 38 39 40
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MGV-GENOME-0253764: 13,060-30,601 (+)
metallo-endopeptidase (CDS_0028)
UG17 (CDS_0025) |capH (CDS_0030)
27 &l &3
24 267 29 | 32] 34
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MGV-GENOME-0286642: 13,060-28,640 (+)
metallo-endopeptidase (CDS_0028)
capH (CDS_0029)

UG17 (CDS_0025)
27 30 32
24 26] Ta1] 33
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IMGVR_UViG_3300008268 _000473|3300008268|Ga0111491_1000031|21618-56234: 13,060-27,837 (+)
metallo-endopeptidase (CDS_0027)
capH (CDS_0029)
26 30 32
UG17 (CDS_0024) 25 | 131] 33
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IMGVR_UViG_3300045988_115199|3300045988|Ga0495776_177304: 13,060-29,226 (+)
capH (CDS_0031)
26 32 34
UG17(CDS 0024)25 | 2728 29 T33[ 35
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IMGVR_UViG_3300045988 094143|3300045988|Ga0495776_167490:13,060-30,751 (+)
metallo-endopeptidase (CDS_0027)
capH (CDS_0030)
26 integrase (CDS_0028) 32 34
UG17(CDS_0024) 25| | 29 | 31[33] 35

IMGVR_UViG_3300001528_000220|3300001528|chfeTid_10000445: 13,060-30,904 (+)
metallo-endopeptidase (CDS_0027)
capH (CDS_0030)
26 3133
UG17 (CDS_0024) 25 | 28 T32] 34
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MGV-GENOME-0292684: 13,060-30,731 (+)
capH (CDS_0030)
26 3133
UG17(CDS_0024) 25 | 27 28 T32] 34
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MGV-GENOME-0256435: 13,060-30,883 (+)
capH (CDS_0037)
metallo-endopeptidase (CDS_0027) 39
26 peptide deformylase (CDS_0033) 40
UG17 (CDS_0024) 25 | 8 29 30 31 32 34 35 36 | 38|41
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IMGVR_UViG_3300029711_000300|3300029711]|Ga0245193_100233|70696-114018: 13,060-36,543 (+)
metallo-endopeptidase (CDS_0027)

ATﬁ-dependent protease (CDS_0030) capH (CDS_0036)

26 28 peptide deformylase (CDS_0032) 37 39
UG17 (CDS_0024) 25 | T29 | 31 [ 33 34 35 | [38] 40

IMGVR_UViG_3300007360_000202|3300007360]|Ga0104766_1000622: 13,060-34,547 (+)
DNA topoisomerase |l large subunit (CDS_0030) capH (CDS_0034)
26 28 DNA topoisomerase || (CDS_0031) 35 37
UG17 (CDS_0024) 25 [ 27 |29 | 32 33 | [34]38
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uvig 81348:13,060-35,535 (+)
metallo-endopeptidase (CDS_0027)
tRNA-GIy(TCC) capH (CDS_0039)
26 28 integrase (CDS_0031) 40 42
G17 (CDS_0024) 25 | T29 |30 32 33 34 35 36 37 Ta1] 43
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MGV-GENOME-0353882: 13,060-38,862 (+)
tetrahydrofolate dehydrogenase and cyclohydrolase (CDS_0037)
metallo-endopeptidase (CDS_0027)
thymidylate kinase (CDS_0033)

RLLEL

thymidylate synthase (CDS_0034) capH (CDS_0049)
26 28 31 methyltransferase (CDS_0035) peptide deformylase (CDS_0045) 50 52

UG17 (CDS_0024) 25 | T29 30732 | 36 | 383940 41 42 43 44| 46 47 48 | T51] 53
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uvig 201731:13,060-44,722 (+)
metallo-endopeptidase (CDS_0028)
UG17 (CDS_0025)
27
24 26 T anti-CRISPR-Cas evasion by DNA repair (AP1S131) (CDS_0033)
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MGV-GENOME-0225878: 13 234-26,232 (+)
RT_III-AM_III-B_2 (CDS_0024) peptide deformylase (CDS_0034)
endolysin (CDS_0030)
27 capH (CDS_0038)
39 41

25H23T 31T 33 Tao 42
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uvig_35810:12,886-33,244 (+)
RT_III-AM_III-B_2 (CDS_0024)
endolysin (CDS_0030)
27 capH (CDS_0036)
32 37 39
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IMGVR_UViG_3300045988_145162|3300045988|Ga0495776_162580:12,886-32,149 (+)
10000 nt i
DNA, RNA and nucleotide metabolism integration and excision lysis other tail unknown function defence (DefenseFinder) defence (PADLOC) anti-defence (dbAPIS) tRNA
L I I I | I




