baseplate wedge subunit (CDS_0019)
baTepIate wedge subunit (CDS_0021)

Gpu-like tail protein ‘ t‘ail fiber assembly (CDS_0023) Kil protein for bacterial sepﬁtion inhibition (CDS_0029)
baseplate protein (CDS_0020) DNA transposition protein (CDS_0027)
17 18 | tail fiber protein (CDS_0022) 24 25 26 2830 31
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IMGVR_UViG_2687453387_000006|2687453387|2687453988|4352254-4387599: 15,218-28,184 (+)
tail fiber assembly (CDS_0023)
tail fiber protein (CDS_0022) 24 25

e 1 I
IMGVR_UViG_2687453139_000006|2687453139|2687453545(4439970-4475314:15,218-28,183 (+)
tail fiber assembly (CDS_0023)

tail fiber protein (CDS_0022) 24

IMGVR _UViG_2541047077_000023|2541047077|2541081040[2-33126: 15,222-25,638 (+)
transcriptional repressor (CDS_0025)
tail fiber assembly (CDS_0024)
23 | 28

| |
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IMGVR_UViG_2849918681_000002|2849918681|2849918740|3-34006: 15,099-25,262 (+)
tail fiber assembly (CDS_0023)
tail fiber protein (CDS_0022) 24

IMGVR _UViG_2843521547_000009|2843521547|2843521631[104737-139471:15,256-26,828 (+)
tail fiber assembly (CDS_0023)
tail fiber protein (CDS_0022) 24 25

IMGVR _UVIG_2636415460_000002|2636415460[2636423145| 1862937221608:-15,063727,724 (+)
tail fiber assembly (CDS_0023)
tail fiber protein (CDS_0024)
tail fiber protein (CDS_0022) \ 25 transcriptional repressor (CDS_0026)
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uvig_369695:15,159-27,667 (+)

tail fiber assembly (CDS_0023) transcriptional repressor (CDS_0026)
tail fiber protein (CDS_0022) 24 25 transcriptional repressor (CDS_0027)
I I S .
TemPhD_cluster_33307:15,051-29,426 (+)
tail fiber assembly (CDS_0023)
tail fiber protein (CDS_0022) 24 25 26
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IMGVR_UViG_2841017058_000012|2841017058|2841017112|253805-290829: 15,157-28,366 (+)
tail fiber assembly (CDS_0023)
tail fiber protein (CDS_0022) 24 25 26 27  transcriptional repressor (CDS_0028)

IMGVR_UVIG_2645728064_000001|2645728064|2645779128|16046-54937:15,271-30,447 (+)
tail fiber assembly (CDS_0023)
tail fiber protein (CDS_0022) 24 25 26 transcriptional repressor (CDS_0027)
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IMGVR_UViG_2907875362_000010|2907875362|2907875362|4244827-4283026: 15,271-29,755 (+)
transcriptional repressor (CDS_0027)
tail fiber assembly (CDS_0024)
tail fiber protein (CDS_0023) 25 26 transcriptional repressor (CDS_0028)
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uvig_394189:15,052-27,851 (+)
tail fiber assembly (CDS_0023) transcriptional repressor (CDS_0027)
tail fiber protein (CDS_0022) 24 25 26 transcriptional repressor (CDS_0028)
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b ,546 (+)
transcriptional repressor (CDS_0025)
tail fiber assembly (CDS_0023)

tail fiber protein (CDS_0022) 24 transcriptional repressor (CDS_0026)
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IMGVR_UVIG_2565956632_000002|2565956632|2565981769:15,119-27,373 (+)
MFS_efflux_tcmA-NCBIFAM tetracenomycin C efflux MFS transporter (NFO00025.1) (CDS_0026)

tail fiber assembly (CDS_0023)
22 24 25 27 28
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IMGVR_UViG_2907820058 _000002|2907820058|2907820058|3116507-3153925: 15,119-30,063 (+)
tail fiber assembly (CDS_0023)
tail fiber protein (CDS_0024)
22 25  transcriptional repressor (CDS_0026)
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IMGVR_UViG_2588254173 000003|2588254173|2588309703|359195-394990: 15,120-27,848 (+)
tail fiber assembly (CDS_0023) transcriptional repressor (CDS_0026)
tail fiber protein (CDS_0022) 24 25 transcriptional repressor (CDS_0027)

uvig_215664:15,219-29,752 (+)

tail fiber assembly (CDS_0023) transcriptional repressor (CDS_0027)
tail fiber protein (CDS_0022) 24 25 26 transcriptional repressor (CDS_0028)
e Ay B
uvig_314400: 15,156-29,737 (+)

tail fiber assembly (CDS_0023)
tail fiber protein (CDS_0022)
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transcriptional repressor (CDS_0030)
tail fiber assembly (CDS_0023) FbpABC (VF0272) (CDS_0028)
tail fiber protein (CDS_0022) 24 26 27 29 transcriptional repressor (CDS_0031)
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: ,385 (+)

tail fiber assembly (CDS_0023) transcriptional repressor (CDS_0033)
tail fiber protein (CDS_0022) 24 25 26 27 28 29 30 31 32 transcriptional repressor (CDS_0034)
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uvig_576180: 15,138-35,807 (+)
tail fiber assembly protein (CDS_0023)
tail fiber protein (CDS_0022) T transcriptional repressor (CDS_0025)
—yitail fiber protein (CDS_0024i transcriptional repressor (CDS_0026)

uvig_137032:15,219-27,437 (+)
tail fiber assembly protein (CDS_0023)
transcriptional repressor (CDS_0025)

tail fiber protein (CDS_0022) T tail fiber protein (CDS_0024) Ensc_riptional repressor (CDS_0026)
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SAMEA2737744 _al_ct117388_vs1:15,219-28,581 (+)
tail fiber assembly protein (CDS_0023) transcriptional repressor (CDS_0028)
tail fiber protein (CDS_0022) T 24 25 2627 transcriptional repressor (CDS_0029)
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uvig_576546:15,177-30,013 (+)
SMR_gac_int-NCBIFAM Qac family quaternary ammonium compound efflux SMR transporter (NFO33137.0) (CDS_0029)
SMR_gac_int-NCBIFAM Qac family quaternary ammonium compound efflux SMR transporter (NFO33137.0) (CDS_0028)
tail fiber assembly protein (CDS_0023) transcriptional repressor (CDS_0031)
tail fiber protein (CDS_0022) T 24 2526 27 transcriptional repressor (CDS_0030)
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tail fiber assembly (CDS_0060)
tail fiber protein (CDS_0059) 61 6263

uvig_394489:40,701-47,276 (+)

tail fiber assembly (CDS_0052)

tail fiber protein (CDS_0051) 53 54
1 ) A
IMGVR_UViG_3300014695_000033|3300014695|Ga0121387_100082: 30,472-38,931 (+)
tail fiber protein (CDS_0022) transcriptional repressor (CDS_0031)
23 24 25 26 27 28 29 30 transcriptional repressor (CDS_0032)

SAMNO05301487_al ct1746_vs1:15,063-33,743 (+)
tail fiber protein (CDS_0006) 5 4 3 2 DNA binding protein (CDS_0001)

uvig 402793:1-9,689 (-)
tail fiber assembly protein (CDS_0024)

23 —ﬁailfiber protein (CDS_0025) 26 27 28 33 34 35deoxyribonucleoside 5' monophosphate phosphatase (CDS_0036)
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IMGVR_UVIG_2808606820_000004|2808606820]2808653094(3361421-3396911: 14,460-28,960 (+)
tail fiber assembly (CDS_0023) transcriptional repressor (CDS_0027)
anti-RM (APIS111) (CDS_0024)
baseplate protein (CDS_0020) ‘ DNA primase (CDS_0026)
18 tail fiber protein (CDS_0022) 25 transcriptional repressor (CDS_0028) 32
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IMGVR_UViG_2551306380_000001|2551306380|2551386921: 15,413-28,631 (+)
transcriptional repressor (CDS_0026)
25 transcriptional repressor (CDS_0027)
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IMGVR _UViG_2854606291 000001|2854606291|2854606354: 15,413-27,233 (+)
transcriptional repressor (CDS_0027)
baseplate protein (CDS_0020) 25 26 transcriptional repressor (CDS_0028)
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transcriptional repressor (CDS_0027)
25 26 transcriptional repressor (CDS_0028)
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transcriptional repressor (CDS_0025)
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cas8f_|-F_8 (CDS_0029)
26 helicase (CDS_0028) 30
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IMGVR_UViG_2847235940_000007|2847235940|2847235940|3679204-3715189: 15,562-28,645 (+)
27 28
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IMGVR_UViG_2847235940_000006|2847235940|2847235940|3166521-3200081: 15,574-26,225 (+)

25
T26 27 transcriptional repressor (CDS_0028)
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IMGVR_UViG_2847235940_000002|2847235940|2847235940(1725732-1759631: 15,577-27,199 (+)

25 28 32 33 34
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IMGVR_UViG_2854564814_000010|2854564814|2854564905|146955-179673:18,693-27,315 (+)
tail fiber protein (CDS_0006)5 4 3 2 DNAbinding protein (CDS_0001)

uvig_394938:1-7,683 (-)

8000 nt i
DNA, RNA and nucleotide metabolism integration and excision other tail transcription regulation unknown function defence (DefenseFinder) virulence (VFDB) anti-defence (dbAPIS)
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AMR (AMRFinderPlus) tRNA pseudogene
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