HNH endonuclease (CDS_0033)
31 32 34

-
o

endolysin (CDS_0020) 21

N
N
N
[N}
N}
i
N
G
N
[N
N
~N
N}
©
N
o
W
o

%

SRS147670_a1_ct9113:17,352-26,523 (+)

N
~

1 —
IMGVR_UViG_3300045988_147473|3300045988|Ga0495776_ 072107 17, 365 25,842 (+)

N
o
N
~N

%

MGV-GENOME-0270056: 17,354-26,185 (+)

26 27 28 29 30 HNH endonuclease (CDS_0034)
N |l ___ 5 & & & & | _— S E——
IMGVR_UViG_3300045988_140632|3300045988|Ga0495776 095013 17,369-27,086 (+)
26 27 28

E

MGV-GENOME-0274569:17,355-26,201 (+)
18 24 25

N
o
N
~N

%

MGV-GENOME-4417376:16,717-25,712 (+)
24 25 26

N
=<}
N
o

MGV-GENOME-0285304: 16,718-26,452 (+)

N
i
N
G
N
o
N
~

%

MGV-GENOME-0289474:16,719-27,146 (+)
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