RecT-like ssDNA annealing protein site-specific recombination directionality factor RDF (CDS_0065)
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MGV-GENOME-0287718:37,731-43 495 (+)

57 site-specific recombination directionality factor RDF (CDS_0060) 63 64 68

MGV-GENOME-0277414:35,762-41,449 (+)
68 69 70

IMGVR_UViG_3300008541_000020|3300008541|Ga0111054_100273:37,769-43,784 (+)

67 68 69

IMGVR_UViG_3300007355_000001|3300007355|Ga0104762_1000114: 36,980-42,776 (+)
69 70 71 72

IMGVR_UViG_3300008135_000008|3300008135|Ga0111463_1000158: 38,114-44,119 (+)
43 a4 45 46

MGV-GENOME-0222126:25,461-31,655 (+)
67 68 69 70
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MGV-GENOME-0282796:36,615-42,791 (+)
66 67 68 69

IMGVR_UViG_3300045988_133952|3300045988|Ga0495776_055762:37,316-43,271 (+)
65 66 67 68

MGV-GENOME-0286756:37,405-43,554 (+)
64 67

SRS147670_al1_ct9113:35,802-41,878 (+)

45

MGV-GENOME-0220462: 25,709-31,366 (+)
60

MGV-GENOME-0270056: 34,714-40,015 (+)
RecT-like ssDNA annealing protein (CDS_0053) 59

IMGVR_UViG_3300045988_147473|3300045988|Ga0495776_072107:33,863-40,016 (+)
67

SRS146878_a1_ct33845_vs01:36,986-42,835

67

IMGVR_UViG_7000000416_000040|7000000416|SRS011343_Baylor_scaffold_67433:37,852-43459 (+)
46

SRS019360_al_cté644 vs01:26,218-31,817 (+
2000 nt
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