PDC-S13_WP_186842295.1 (CDS_0026)
tail protein (CDS_0019)tail fiber protein (CDS_0021) SoFic__SoFic (CDS_0023) capH (CDS_0027) anti-CRISPR-Cas evasion by DNA repair (AP1S131) (CDS_0041)
18 20 integrase (CDS_0022) 24 25 28 29 30 31 323334 35236 3738 39 40

§
|
|
g
|
!#.
|

I

uvig_249499:13,125-25,882 (+)
metallo-protease (CDS_0024)
tRNA-Phe(GAA) 23 25 26 27 28 29
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MGV-GENOME-0201920: 13,125-22,657 (+)
metallo-protease (CDS_0035)
30 31 32 34 36 37 3839 40
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IMG\/R UViG_3300045988 070300|3300045988\Ga0495776 084318:19,151-29,183 (+)
metallo-protease (CDS_0037)
36 38 394041 42 43
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uvig 316954:19,156-29,188 (+)
capH (CDS_0034)
33 35 36 37
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uvig_394884:21,376-26 926( )
capH (CDS_0024)
25 26 27 28
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MGV-GENOME-0202472:13,546-22,077 (+)
capH (CDS_0047)
FS_Sma_Sma (CDS_0045) 48 49 50 51 52 53 54
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uvig_317196:30,166-37,729 (+)
capH (CDS_0036)
37 38 39 40
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IMGVR_UViG_3300008143_000023|3300008143|Ga0114287_100301:21,443-28,425 (+)

PDC-M69A WP_216276383.1 (CDS_0040)
39 | 41 42 43 44 45
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IMGVR_UViG_3300008345_000023|3300008345|Ga0115409_100207: 23,019-30,736 (+)

PDC-M69A_WP_216276383.1 (CDS_0039)
capH (CDS_0038) 40 41 42 43 44
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IMGVR_UViG_3300008147_000025|3300008147|Ga0114367_100276:22,884-30,601 (+)

endolysin (CDS_0028) capH (CDS_0033)
25 27 29 30 34 35 36 37 38

uvig_393403:17,684-26,704 (+)
capH (CDS_0035)
29 36 37 38

IMGVR_UViG_3300008283_000038|3300008283|Ga0110914_100415: 18,286-26,905 (+)
capH (CDS_0040)
41 42 43 4445
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IMGVR_UViG_3300008362_000024|3300008362|Ga0115107_100270: 23,949-28,366 (+)

capH (CDS_0038)
39 40 41 42 43
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MGV-GENOME- 0241364 22 812-29 536( )

capH (CDS_0038)
39 40 41 42 4344

|
;#
|

uvig_577845:22,135-28,515 (+)
capH (CDS_0037)
38 39 40 41 42
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IMGVR_UViG_3300008739_000035|3300008739|Ga0114021_100421:22,790-28,817 (+)
capH (CDS_0036)
37 38 39 40 41
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uvig 576364:21,864-28,760 (+)
capH (CDS_0036)
37 38 39 40 41 47
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SRS149720_al ct7731:22,497-28,671 (+)
capH (CDS_0037)
38 3940 41 42

uvig_577537:22,343-27 797( )
capH (CDS_0027)
22 23 24 2829 30 31 32 33

MGV-GENOME-0212244:13,546-23,392 (+)
PDC-M69A_ WP_216276383.1 (CDS_0040)
38 capH(CDS_0039) 41 42 43 44 45 46 47 48

MGV-GENOME-0274069:23,669-31,098 (+)
5000 nt i
DNA, RNA and nucleotide metabolism integration and excision lysis other tail unknown function defence (DefenseFinder) defence (PADLOC) anti-defence (dbAPIS) tRNA
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