DnaC-like helicase loader (CDS_0008)
head morphogenesis (CDS_0003)
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L :1-8,702 (+)
head morphogenesis (CDS_0003)
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MGV-GENOME-0249239:1-8,694 (+)

ZorD1_00007 SWI2/SNF2 (CDS_0004)
head morphogenesis (CDS_0003) 5 6

MGV-GENOME-0274383:1-11,160 (+)
ZorD1_00007 SWI2/SNF2 (CDS_0010)

12
head morphogenesis (CDS_0003) 4 5 6 789 1j 13 transcriptional repressor
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uvig_163081:1-20,677 (+)

ZorD1_00007 SWI2/SNF2 (CDS_0006)
head morphogenesis (CDS_0003) 4 5 789
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MGV-GENOME-0277989:1-13,158 (+)
ZorD1_.00007 SWI2/SNF2 (CDS_0009)
11
head morphogenesis (CDS 0003) 4 5 6 7 8 Ld 12
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uvig_304294:1-14,162 (+)
ZorD1_00007 SWI2/SNF2 (CDS_0004)
head morphogenesis (CDS_0053) 567

uvig_106563:1-10,668 (+)
ZorD1_00007 SWI2/SNF2 (CDS_0007)
head morphogenesis (CDS_0003) 4 5 6 8 9
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MGV-GENOME-0280175: 1-13,059 (+)
ZorD1_00007 SWI2/SNF2 (CDS_0007)
head morphogenesis (CDS_0003) 4 5 6 8 9
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uvig_81007:1-13,712 (+)

ZorD1_00007 SWI2/SNF2 (CDS_0008)

major head protein (CDS_0006) 10
head morphogenesis (CDS_ 0003) 4 5 7 | 9l11
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MGV-GENOME-0275656: 1-13,810 (+)
ZorD1_00007 SWI2/SNF2 (CDS_0006)
head morphogenesis (CDS_0003) 4 5 789
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homing endonuclease (CDS_0005)
ZorD1_00007 SWI2/SNF2 (CDS_0006)
head morphogenesis (CDS_0003) 4 | 789 11
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MGV-GENOME-0301273:1-12,564 (+)

major head protein (CDS_0006)
ZorD1_00007 SWI2/SNF2 (CDS_0007)
head morphogenesis (CDS_0003) 4 5 \ 8 9  replication initiation protein (CDS_0012)
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MGV-GENOME-0263332:1-13,064 (+)
ZorD1_00007 SWI2/SNF2 (CDS_0003)
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MGV-GENOME-0257900: 1-7,257 (+)
ZorD1 00007 SWI2/SNF2 (CDS_0064)
65 6362
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MGV-GENOME-0227723: 24,645-31,304 ()
ZorD1_00007 SWI2/SNF2 (CDS_0002)
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MGV-GENOME-0237730: 1-7,070 (+)
ZorD1_00007 SWI2/SNF2 (CDS_0002)
1 3 4
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MGV-GENOME-0228291: 1-6,700 (+)
2-aminooxy adenylosuccinate synthetase (CDS_0006)
ZorD1_00007 SWI2/SNF2 (CDS_0008)
10
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uvig_421273:1-11,667 (+)

head morphogenesis (CDS_0003) 4 retron_type_VI_hth_cluster2_1 (CDS_0009)
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MGV-GENOME-0246046:1-7,731 (+)
phospho-2-dehydro-3-deoxyheptonate aldolase (CDS_0005) ZorD1 00007 SWI2/SNF2 (CDS_0011)
Michele_1A_hits_grouped (CDS_0009) 12
head morphogenesis (CDS_0003) 4 6 7 8 10 \ T 13
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uvig 474547:1-17,611 (+)
ZorD1_00007 SWI2/SNF2 (CDS_0004)
head morphogenesis (CDS_0003) 5 6

phospho-2-dehydro-3-deoxyheptonate aldolase (CDS_0012)
Michele_1A _hits_grouped (CDS_0016)
UvsX-like recombinase (CDS_0005)  Proline synthesis (VF0812) (CDS_0009) ZorD1_00007 SWI2/SNF2 (CDS_0018)
head morphogenesis (CDS_0003) 4 | 6 7 8 10 11 | 13 14 15 — 1920
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uvig 199453:1-24,237 (+)
vanR_ACDEGLN-NCBIFAM VanR-ABDEGLN family response regulator transcription factor (NFO33117.2) (CDS_0012)
ZorD1_00007 SWI2/SNF2 (CDS_0014)

16

head morphogenesis (CDS 0003) 4 5 6 789 10 11 ‘ 13 15 17

MGV-GENOME-0299195: 1-19,265 (+)
tRNA methyltransferase (CDS_0013)
homing endonuclease (CDS_0005) ZorD1_00007 SWI2/SNF2 (CDS_0016)
integrase (CDS_0006) 15 18

head morphogenesis (CDS_0003) 4 | 7 8 9 10 11 12 14] 17 19
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uvig 464092: 1-18,867 (+)
vanR_ACDEGLN-NCBIFAM VanR-ABDEGLN family response regulator transcription factor (NFO33117.2) (CDS_0012)
HK_VanS_ACDEFG-NCBIFAM vancomycin?é?stance histidine kinase VanS (NF033091.0) (CDS_0013)
major head protein (CDS_0006) 11 ZorD1_00007 SWI2/SNF2 (CDS_0016)
head morphogenesis (CDS_0003) 4 5 7 8 9107 14 15 1718

uvig 493181:1-17,817 (+)
major head protein (CDS_0006)
head morphogenesis (CDS_0003) 4 5] 7 8 9

MGV-GENOME-0266109: 1-11,454 (+)
9000 nt i
DNA, RNA and nucleotide metabolism head and packaging integration and excision moron, auxiliary metabolic gene and host takeover other transcription regulation unknown function
I

defence (DefenseFinder) defence (PADLOC) virulence (VFDB) AMR (AMRFinderPlus)




