
uvig_415562: 30,167-37,003 (+)

DNA helicase (CDS_0039) DNA primase (CDS_0040) 41 42 43 44 45 46

uvig_180454: 27,834-34,534 (+)

42

IMGVR_UViG_3300045988_131471|3300045988|Ga0495776_086645: 30,167-36,856 (+)

45

MGV-GENOME-0254274: 25,913-33,948 (+)

33 MTase_II_00074 Type (CDS_0038) 39 41

uvig_397997: 28,629-36,107 (+)

MTase_II_00074 Type (CDS_0044) 45 47

SAMEA2737819_b1_ct132_vs3: 28,815-35,983 (+)

44

IMGVR_UViG_3300045988_128480|3300045988|Ga0495776_147622: 33,686-41,032 (+)

50

uvig_148485: 35,782-43,604 (+)

MTase_II_00074 Type (CDS_0047) 48 50 51

MGV-GENOME-0196445: 20,042-27,342 (+)

MTase_II_00074 Type (CDS_0028) 29

IMGVR_UViG_3300029713_000405|3300029713|Ga0245252_100106|3-41008: 33,051-41,005 (+)

49 50 51 53

MGV-GENOME-0270373: 27,075-35,083 (+)

37 38

MGV-GENOME-0265147: 24,149-33,606 (+)

RM_Type_II__Type_II_MTases_FAM_2 (CDS_0036) 37 39 PD-Lambda-2_B_WP_186338929.1 (CDS_0040)

uvig_237450: 26,436-35,159 (+)

38 39

uvig_282688: 34,907-43,611 (+)

MTase_II_00074 Type (CDS_0047) 48

uvig_8510: 27,071-35,553 (+)

42 43

IMGVR_UViG_3300029746_000304|3300029746|Ga0245173_100038|100411-142226: 34,294-41,815 (+)

48 PD-Lambda-2_B_WP_186338929.1 (CDS_0049)

SAMN06164484_a1_ct26265_vs1: 28,220-36,588 (+)

ParB-like partition protein (CDS_0046) 48

MGV-GENOME-0249232: 27,682-35,596 (+)

44

MGV-GENOME-0302011: 20,063-29,063 (+)

ParB-like partition protein (CDS_0031) 32 33 35

MGV-GENOME-0289839: 25,970-33,926 (+)

36 41

IMGVR_UViG_3300029842_000383|3300029842|Ga0245273_100017|250761-290134: 31,163-39,373 (+)

ParB-like partition protein (CDS_0048) 50

uvig_231930: 28,847-36,265 (+)

44

IMGVR_UViG_3300029718_000404|3300029718|Ga0245237_1000029|3-35648: 28,398-35,645 (+)

40 Lar anti-RM (APIS033) (CDS_0041)

SAMEA2737835_b1_ct78_vs2: 26,914-34,162 (+)

38 39

MGV-GENOME-0259924: 23,591-30,911 (+)

33

MGV-GENOME-0205241: 21,126-28,914 (+)

35 36

uvig_214676: 20,690-27,171 (+)

32 33

IMGVR_UViG_3300029122_000272|3300029122|Ga0168799_1000013|64-40201: 32,364-40,137 (+)

52

MGV-GENOME-0257682: 28,396-38,050 (+)

37 Sak4-like ssDNA annealing protein (CDS_0038) DNA primase (CDS_0041) 43

MGV-GENOME-0257888: 23,028-30,855 (+)

36 37 38 41

IMGVR_UViG_3300045988_172518|3300045988|Ga0495776_187800: 27,895-35,570 (+)

trans_reg_VanU-NCBIFAM glycopeptide resistance transcriptional regulator VanU (NF000090.1) (CDS_0039)
40 restriction endonuclease (CDS_0041) 45

uvig_85580: 27,865-38,957 (+)

retron_type_VI_hth_cluster2_1 (CDS_0046)
47 48

MGV-GENOME-0268225: 19,980-31,087 (+)

retron_type_VI_hth_cluster2_1 (CDS_0031)
32 33

IMGVR_UViG_3300045988_171465|3300045988|Ga0495776_185988: 25,699-36,800 (+)

retron_type_VI_hth_cluster2_1 (CDS_0045)
46 47

4000 nt

DNA, RNA and nucleotide metabolism head and packaging transcription regulation unknown function defence (DefenseFinder) defence (PADLOC) anti-defence (dbAPIS)

AMR (AMRFinderPlus)


