
ivig_394: 5,862-30,090 (+)

8

major tail protein (CDS_0009)

10 11
tail length tape measure protein (CDS_0012)

13 tail fiber protein (CDS_0014) 15 16 17
endolysin (CDS_0018)

19 20 21 22 23

MATE_multi_NorM-NCBIFAM multidrug efflux MATE transporter NorM (NF000263.1) (CDS_0024)

25

MATE_multi_MepA-NCBIFAM multidrug efflux MATE transporter MepA (NF000131.1) (CDS_0026)

27 28 29 30
31

32
33

34

MTase_II_00157 Type (CDS_0035)

36
exonuclease

IMGVR_UViG_3300045988_095483|3300045988|Ga0495776_030509: 5,867-22,364 (+)

tail length tape measure protein (CDS_0012) 14 15 16 17
endolysin (CDS_0018)

19 20 21 22 28

MGV-GENOME-0224739: 5,867-22,674 (+)

tail fiber protein (CDS_0014) 15 16 17
endolysin (CDS_0018)

19 20 21 22 23

uvig_145296: 5,965-29,902 (+)

14 15 16
endolysin (CDS_0017)

18 19

PD-Lambda-2_B_WP_186338929.1 (CDS_0020)

21 22

MATE_multi_NorM-NCBIFAM multidrug efflux MATE transporter NorM (NF000263.1) (CDS_0023)

24
MATE_multi_MepA-NCBIFAM multidrug efflux MATE transporter MepA (NF000131.1) (CDS_0025)

26 27 28 34

IMGVR_UViG_3300029114_000242|3300029114|Ga0168819_100146|34409-69453: 5,971-28,827 (+)

14 15 16
endolysin (CDS_0017)

18 19

PD-Lambda-2_B_WP_186338929.1 (CDS_0020)

21 22 23

MATE_multi_MepA-NCBIFAM multidrug efflux MATE transporter MepA (NF000131.1) (CDS_0024)

25 26 27

MGV-GENOME-0270206: 5,873-19,625 (+)

tail fiber protein (CDS_0014) 15 16 17 18

MGV-GENOME-0165268: 5,415-13,779 (+)

7 12 13 14 15 16

MGV-GENOME-0286430: 5,873-23,864 (+)

14 15 16 17
endolysin (CDS_0018)

19 20 21 22 23 24 25

IMGVR_UViG_3300045988_067862|3300045988|Ga0495776_187672: 5,873-23,305 (+)

14 15 16 17
endolysin (CDS_0018)

19 20 21 22 23 24

IMGVR_UViG_3300029816_000139|3300029816|Ga0244888_100262|381-33662: 5,873-26,106 (+)

tail fiber protein (CDS_0014) 15 16 17
endolysin (CDS_0018)

19 20 21 22 23
24

25 26 27 28

MGV-GENOME-0175507: 5,908-17,727 (+)

tail fiber protein (CDS_0014)
15 16 17 18 19

IMGVR_UViG_2571042049_000003|2571042049|2571045721|105855-137945: 5,873-26,276 (+)

tail fiber protein (CDS_0014) 15 16 17
endolysin (CDS_0018)

19 20 21

PD-T4-9_C_WP_167919057.1 (CDS_0022)

23 24 25 26 27 28 29

uvig_285574: 5,924-25,700 (+)

tail fiber protein (CDS_0014) 15 16 17
endolysin (CDS_0018)

19 20 21 22 23 24 25 26 27 30

IMGVR_UViG_3300029088_000044|3300029088|Ga0169204_100068|90484-122724: 5,868-25,870 (+)

14 15 16
endolysin (CDS_0017)

18 19 20 21 22 23 24 25 26 27

IMGVR_UViG_2576861549_000014|2576861549|2576898161|23611-54486: 5,873-23,274 (+)

14 15 16
endolysin (CDS_0017)

18 19 20 21 22 23 24

MGV-GENOME-0324688: 5,874-21,435 (+)

14 15 16
endolysin (CDS_0017)

18 19 20 21 22

IMGVR_UViG_2588254073_000002|2588254073|2588303840|70569-106886: 5,879-28,722 (+)

14 15 16
endolysin (CDS_0017)

18 19 20 21 22 23 24 25 26 27 28 29

IMGVR_UViG_2576861551_000001|2576861551|2576898422|177516-211599: 5,879-26,488 (+)

14 15 16
endolysin (CDS_0017)

18 19 20 21 22 23 24 25 26 27 28

MGV-GENOME-0292258: 5,879-25,874 (+)

14 15 16
endolysin (CDS_0017)

18 19 20 21 22 23
nuclease (CDS_0024)

25 26 27

IMGVR_UViG_3300029475_000008|3300029475|Ga0244097_100745: 5,930-27,178 (+)

14 15 16
endolysin (CDS_0017)

18 19 20 21 22 23 24 25 26 27 28

MGV-GENOME-0230536: 5,879-18,857 (+)

14
nuclease (CDS_0015)

16 17 18

MGV-GENOME-0178404: 5,930-17,102 (+)

14 15 16 17

Ma_2019_SRR413632_NODE_404_length_35525_cov_3.506907: 5,873-27,921 (+)

12 15 16 17 18 19 20 21 22
nuclease (CDS_0023)

24 25 26

uvig_481982: 5,855-27,167 (+)

tail fiber protein (CDS_0014) 15 16 17
endolysin (CDS_0018)

19 20 21 22 23 24 25 26 27 2829
anti-CRISPR-Cas evasion by DNA repair (APIS154) (CDS_0034)

35 36

MGV-GENOME-0110649: 4,803-9,884 (+)

head-tail adaptor Ad1 (CDS_0005)
head closure Hc1 (CDS_0006)

10

9000 nt

DNA, RNA and nucleotide metabolism connector lysis moron, auxiliary metabolic gene and host takeover tail unknown function defence (PADLOC) anti-defence (dbAPIS)

AMR (AMRFinderPlus) tRNA pseudogene


