
MGV-GENOME-0270801: 22,964-31,662 (+)

28 29
mads_1 (CDS_0030)

31 32 33 34 35
Druantia_II__DruM (CDS_0036)

37 38 39 40 41 42 43 44 45 exonuclease VIII (CDS_0046)

MGV-GENOME-0253270: 17,660-26,358 (+)

26 27 28
Druantia_II__DruM (CDS_0029)

30 31 32 36

IMGVR_UViG_3300045988_122699|3300045988|Ga0495776_113972: 23,308-31,717 (+)

30 34 35 36 37
Druantia_II__DruM (CDS_0038)

39 40 41 42

IMGVR_UViG_3300045988_122239|3300045988|Ga0495776_024876: 22,969-30,179 (+)

33 34 35 36 37

MGV-GENOME-0252962: 19,088-28,234 (+)

24 anti-repressor Ant (CDS_0029) 30 31 32 33
DNA methyltransferase (CDS_0034)

35 replication initiation protein (CDS_0037) exonuclease VIII

SRS149492_a1_ct8833_vs01: 22,121-30,364 (+)

anti-repressor Ant (CDS_0032) 33 34 35 36

MGV-GENOME-0265810: 22,167-29,816 (+)

anti-repressor Ant (CDS_0031) 32 33 34 35

IMGVR_UViG_3300008700_000002|3300008700|Ga0113865_100120: 22,437-30,058 (+)

32 33 34

DNA methyltransferase (CDS_0035)
DNA methyltransferase (CDS_0036)

37

IMGVR_UViG_3300007968_000003|3300007968|Ga0105969_100172: 22,912-30,681 (+)

32 33 34

DNA methyltransferase (CDS_0035)
DNA methyltransferase (CDS_0036)

37

SRS144546_a1_ct8609: 22,364-29,440 (+)

32 33 34
DNA methyltransferase (CDS_0035)

36 41

SRS144121_a1_ct14568_vs01: 22,902-29,916 (+)

33 34 35

DNA methyltransferase (CDS_0036)
DNA methyltransferase (CDS_0037)

38 42

IMGVR_UViG_3300007732_000063|3300007732|Ga0105756_100189|1-43314: 25,331-33,040 (+)

anti-repressor Ant (CDS_0034) 35 36 37

DNA methyltransferase (CDS_0038)
DNA methyltransferase (CDS_0039)

RusA-like Holliday junction resolvase (CDS_0040)

SAMEA2737886_b1_ct2: 22,971-29,003 (+)

33 34 35

RusA-like Holliday junction resolvase (CDS_0036)
anti-Dnd (APIS114) (CDS_0038)

39

MGV-GENOME-0268198: 22,971-29,074 (+)

33 34 35 36 39

SRS148414_a1_ct3361_vs01: 12,844-19,850 (+)

24 25 26 RusA-like Holliday junction resolvase (CDS_0027)

IMGVR_UViG_3300045988_118152|3300045988|Ga0495776_008090: 23,020-31,016 (+)

34 35 36

RM_Type_II__Type_II_MTases_FAM_2 (CDS_0037)
DNA methyltransferase (CDS_0038)

39

SAMEA2737965_b1_ct6: 23,020-30,961 (+)

34 35 36

RM_Type_II__Type_II_MTases_FAM_2 (CDS_0037)
DNA methyltransferase (CDS_0038)

39

SRS147745_a1_ct9044: 22,928-30,452 (+)

34 35 36
Druantia_II__DruM (CDS_0037)

RusA-like Holliday junction resolvase (CDS_0038)

MGV-GENOME-0247845: 20,459-27,956 (+)

24 25 26 31

3000 nt

DNA, RNA and nucleotide metabolism other transcription regulation unknown function defence (DefenseFinder) defence (PADLOC) anti-defence (dbAPIS)


