site-specific recombination directionality factor RDF (CDS_0058)
43 44 45 46 47 48 49 50 51 52 53 54 55 56 57 59 60 61 62 63 64

IMG\/R UViG_3300045988_122958|3300045988|Ga0495776_024934:30,189-38,623 (+)
42 48 49 50 51 52 53 56

SAMEA2737911_b1_ct3:29,058-36,631 (+)

anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0051)
42 48 49 50 53 54 55

GV-GENOME-0252962:26,991-34,472 (+)

<

55 56 57

I ———————— . —— — —————————— ]
IMGVR_UViG_3300007732_000063|3300007732|Ga0105756_100189|1-43314: 33,726-40,224 (+)

53 54 55

MGVR_UViG_3300045988_122699|3300045988|Ga0495776_113972:30,959-38,124 (+)

anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0045)
41 42 43 44 47

e ——~—————————
SRS148414 a1l ct3361 vs01:19,557-26,334 (+)
49 50 51 52 site-specific recombination directionality factor RDF (CDS_0054)

SRS056951 al ct4486:30,154-37,261 (+)

|
MGV-GENOME-0247845:27,666-34,248 (+)

anti-CRISPR-Cas evasion by DNA repair (AP1S131) (CDS 0054)
51 52 53

MGV-GENOME-0253270:25,214-32,591 (+)

RecT-like ssDNA annealing protein (CDS_0048)
exonuclease (CDS_0047) 51 52 53 54

IMGVR_UViG_3300045988_122239|3300045988|Ga0495776_024876:29,919-37,737 (+)

SRS075083_a1_ct4787 vsl 34,208-42,407 (+)

SAMEA2737965_b1_cté: 30,701-38,058 (+)
50 51 52 53 54 61

SRS144121 al ct14568 vs01:29,632-37,075 (+)

46 47 48 49

IMGVR_UViG_3300008083_000002|3300008083|Ga0105970_100303: 29,108-36,679 (+)
47 48 49 50 51

IMGVR_UViG_3300008700_000002|3300008700|Ga0113865_100120: 28,686-36,454 (+)
3000 nt i
DNA, RNA and nucleotide metabolism integration and excision unknown function anti-defence (dbAPIS)




