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MGV-GENOME-0268198:32,217-38,432 (+)

RecT-like ssDNA annealing protein (CDS_0049)
47 exonuclease (CDS_0048) 50 51 53 54 55 56 59 61 62

SRS147745_al_ct9044:31,138-38,259 (+)
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DNA, RNA and nucleotide metabolism head and packaging integration and excision unknown function anti-defence (dbAPIS)




