transcriptional regulator (CDS_0072)
MTase_|I_00074 Type (CDS_0068)
59 60 61 62 63 64 65 66 67 69 7071 73

iﬂ

IMGVR_UViG_2718218201_000001|2718218201|2718228789|643778-684374:35,577-40,596 (+)
RinB-like transcriptional activator (CDS_0066)
transcriptional regulator (CDS_0065)
MTase_Il_00074 Type (CDS_0064)
63 \ \ 67 terminase large subunit (CDS_0001) portal protein (CDS_0002)  minor head protein (CDS_0003)

TemPhD_cluster_25958:34,916-39,941 (+); 1-4,074 (+)
RinB-like transcriptional activator (CDS_0067)
transcriptional regulator (CDS_0066)
65 | | 68

TemPhD_cluster_32458:36,913-41,136 (+); 1-4,074 (+)
RinB-like transcriptional activator (CDS_0066)

transcriptional regulator (CDS_0065) —r 67 69
I R — I R
NC_055021.1: 37,248-40,529 (+)

oMTase_00003 orphan (CDS_0059) 62

IMGVR_UViG_2740892437_000001|2740892437|2740984664|242016-282138: 35,341-38,918 (+)
64 65 68 69

I S
TemPhD_cluster_49835:36,654-40,617 (+); 1-4,074 (+)
transcriptional regulator (CDS_0065) 66

i

e — E——
NC_055020.1:36,232-39,802 (+)
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