
NC_049357.1: 26,358-29,025 (+)

44 45 46

Holliday junction resolvase (CDS_0047)

48
terminase small subunit (CDS_0049)

HEase_00016 homing (CDS_0050)

NC_049410.1: 25,127-28,906 (+)

tRNA-Trp(CCA) MTase_II_00037 Type (CDS_0048)

NC_049370.1: 27,330-30,074 (+)

53

JQ740795.1: 29,204-32,421 (+)

56

uvig_568810: 24,087-26,865 (+)

49

KC182542.1: 29,475-32,337 (+)

51

NC_049402.1: 24,148-31,999 (+)

46 47 48 49 50 51 52 54

NC_049361.1: 24,945-30,533 (+)

44 45 51

OTU_4135: 22,515-28,088 (+)

51

NC_049360.1: 24,276-29,778 (+)

45 50

KM091444.1: 24,345-29,997 (+)

50

NC_049364.1: 24,577-30,240 (+)

46 51

NC_049425.1: 22,848-30,132 (+)

single strand DNA binding protein (CDS_0040)
Sak-like ssDNA annealing protein (CDS_0041)

42 43 44 46 47 48

NC_049356.1: 21,865-28,811 (+)

42 43 44 45

NC_028900.1: 20,959-27,906 (+)

40 41 42

MGV-GENOME-0228024: 24,459-31,750 (+)

46 47 48

NC_049376.1: 22,600-30,016 (+)

43 48 49 50 51

NC_049352.1: 26,013-31,486 (+)

48 49 50

NC_049363.1: 24,225-30,920 (+)

45 46 47

NC_049485.1: 23,646-32,653 (+)

HEase_00016 homing (CDS_0043) 48 49
HEase_00016 homing (CDS_0050)

51 52 58

NC_049414.1: 19,116-26,874 (+)

40 41 42

MGV-GENOME-0203272: 20,507-28,551 (+)

30 36 37 38

NC_049434.1: 23,851-31,321 (+)

40 45 46 47 52

MGV-GENOME-0211928: 21,506-29,338 (+)

35 41 42 43 44

NC_049359.1: 21,760-29,628 (+)

43 44 45

NC_049446.1: 23,265-31,058 (+)

44 45 46

OTU_4194: 20,288-27,886 (+)

41 42 43 HNH endonuclease (CDS_0048)

Norman_58_NODE_6_length_31377_cov_61.956740: 23,498-30,620 (+)

43 44 45

NC_049424.1: 22,814-29,490 (+)

43 44

NC_021855.1: 23,198-32,382 (+)

40 45
HEase_00001 homing (CDS_0046)

47 48 49

KC182550.1: 22,402-30,961 (+)

47
HEase_00001 homing (CDS_0048)

49 50 51 53

NC_013155.1: 25,110-31,944 (+)

43 44 45 46

FJ848883.1: 21,973-29,221 (+)

39 40 41

Norman_149_NODE_21_length_31769_cov_2279.171817: 22,471-31,531 (+)

42 43 44 45 HNH endonuclease (CDS_0051)

TemPhD_cluster_28361: 22,867-31,216 (+)

41 42
HNH endonuclease (CDS_0043)

44 45

IMGVR_UViG_3300026735_000004|3300026735|Ga0208186_100015: 21,777-29,688 (+)

41 42 43 44

NC_049415.1: 22,092-30,452 (+)

34 40 41 42 43

NC_049351.1: 23,390-30,692 (+)

41 42 43

JQ740790.1: 23,950-32,827 (+)

47 48 49 50 51 52 53

NC_017702.1: 23,473-31,672 (+)

46 47 48 49

JQ740811.1: 23,730-32,107 (+)

44 45 46 47 HEase_00016 homing (CDS_0048)

JQ740793.1: 23,661-32,039 (+)

43 44 45 46 HNH endonuclease (CDS_0047)

NC_049362.1: 22,465-30,916 (+)

43
HNH endonuclease (CDS_0044)

45 46 47

NC_049419.1: 23,278-30,945 (+)

40
HEase_00001 homing (CDS_0041)

42 43 HNH endonuclease (CDS_0044)

NC_049484.1: 21,811-29,218 (+)

48 49

MGV-GENOME-0219580: 22,928-31,266 (+)

46 47
HNH endonuclease (CDS_0048)

49

uvig_421016: 22,979-31,395 (+)

45 46 47 48

NC_049398.1: 22,022-28,721 (+)

43 44 45 46

NC_049347.1: 22,496-30,455 (+)

42 43 44 45 46

SAMN05826930_a1_ct14056_vs1: 19,666-27,265 (+)

42 43 44 45

uvig_24621: 25,389-31,472 (+)

46 50

NC_049358.1: 22,550-30,592 (+)

43 44 45

NC_049474.1: 22,490-29,075 (+)

40 41 42

NC_049482.1: 20,406-27,642 (+)

37 38 39 40 HNH endonuclease (CDS_0041)

NC_049483.1: 20,539-29,078 (+)

42 43 44 45 47 HEase_00016 homing (CDS_0052)

NC_001909.1: 23,749-31,754 (+)

50 51 52 53 54

NC_049365.1: 22,953-31,682 (+)

45 46 47 48 HNH endonuclease (CDS_0049)

JQ740812.1: 23,684-31,422 (+)

45 46 HNH endonuclease (CDS_0047)

JQ740808.1: 23,685-31,423 (+)

45 46 HNH endonuclease (CDS_0047)

JQ740807.1: 24,434-30,525 (+)

48

NC_049411.1: 24,023-31,123 (+)

45 46 47

NC_049480.1: 22,283-30,832 (+)

41 47 48 49 55

uvig_118115: 24,081-30,521 (+)

46 47

uvig_375859: 22,587-30,836 (+)

36 41
HNH endonuclease (CDS_0042)

43 44

uvig_375828: 20,553-28,810 (+)

33 39
HNH endonuclease (CDS_0040)

41 42

NC_049407.1: 22,640-30,852 (+)

46 47
HNH endonuclease (CDS_0048)

49 50

NC_049397.1: 23,895-32,895 (+)

51 52
HNH endonuclease (CDS_0053)

54 55 56 HNH endonuclease (CDS_0057)

NC_021860.1: 23,247-31,090 (+)

45 46 47 48 49 HNH endonuclease (CDS_0050)

NC_049486.1: 21,245-29,099 (+)

45 46 47 48

NC_049481.1: 21,940-29,924 (+)

43 44 45 46 47

MGV-GENOME-0226925: 23,110-32,733 (+)

51 52
HNH endonuclease (CDS_0053)

54 55 56 57

MGV-GENOME-0218710: 24,192-31,335 (+)

49 50 51

NC_049426.1: 21,920-29,454 (+)

45 46 47 48

NC_049381.1: 20,153-27,203 (+)

44 45 46

NC_049355.1: 22,282-28,785 (+)

45 46 47

NC_021852.1: 22,715-29,631 (+)

43
HNH endonuclease (CDS_0044)

45

NC_049404.1: 22,407-30,926 (+)

47 48 49 50 HNH endonuclease (CDS_0051)

uvig_279625: 21,760-29,968 (+)

41 42 43 HNH endonuclease (CDS_0044)

MGV-GENOME-0205476: 21,574-28,960 (+)

43 44 45 46 47 49

SAMN05827090_a1_ct24817_vs1: 21,176-28,357 (+)

41 42 43 44

MGV-GENOME-0199744: 21,162-27,929 (+)

38 39

NC_049374.1: 24,759-31,963 (+)

49 50 51

NC_008363.1: 20,632-28,538 (+)

42 43 44 45 46

NC_049476.1: 24,784-31,940 (+)

47 48 49

NC_049423.1: 23,612-31,049 (+)

42 43
anti-repressor Ant (CDS_0044)

45 46

NC_049417.1: 22,493-29,203 (+)

42 43 44 45

MGV-GENOME-0197684: 20,001-27,328 (+)

40 41 42 43 44 HNH endonuclease (CDS_0045)

OTU_3857: 22,986-30,979 (+)

39 40 HNH endonuclease (CDS_0041)

NC_001835.1: 19,356-28,451 (+)

40 41 42 43 44 45 46 47

KF676640.1: 19,356-28,452 (+)

40 41 42 43 44 45 46

NC_008371.1: 19,182-27,453 (+)

39 40 41 42

uvig_175691: 20,333-27,403 (+)

39 40 41 42 43

NC_013153.1: 21,535-28,405 (+)

40 41

NC_049399.1: 21,181-29,941 (+)

47
HNH endonuclease (CDS_0048)

49 50 51 52 53

uvig_173317: 21,825-27,314 (+)

46

uvig_163780: 23,669-29,485 (+)

45

IMGVR_UViG_3300045988_006218|3300045988|Ga0495776_033259: 25,156-31,327 (+)

46

MGV-GENOME-0214573: 24,896-30,581 (+)

46 49

MGV-GENOME-0203462: 23,653-27,965 (+)

47

SAMN05826705_a1_ct19244_vs1: 23,665-30,689 (+)

43 44 45 46 47

MGV-GENOME-0214370: 23,665-30,544 (+)

43 44 45 46 47

NC_049413.1: 20,576-29,306 (+)

41 42 43 45 46 anti-repressor (CDS_0047) 48
HEase_00016 homing (CDS_0049)

OTU_3868: 24,544-30,877 (+)

47

MGV-GENOME-0214103: 24,424-30,494 (+)

47

OTU_3727: 26,361-31,031 (+)

54

MGV-GENOME-0215317: 25,642-30,715 (+)

47 49 51

MGV-GENOME-0226906: 25,537-30,210 (+)

48 49 52

NC_049400.1: 25,459-29,594 (+)

48

NC_021854.1: 21,758-28,674 (+)

47 51 52

MGV-GENOME-0222676: 22,395-31,176 (+)

44 45 46 47 48
HEase_00016 homing (CDS_0049)

50 54

MGV-GENOME-0218250: 25,261-29,285 (+)

51

KC182543.1: 22,538-29,247 (+)

39 43

OTU_3798: 25,071-30,655 (+)

HEase_00016 homing (CDS_0046) HNH endonuclease (CDS_0051)

3000 nt

DNA, RNA and nucleotide metabolism head and packaging transcription regulation unknown function defence (PADLOC) tRNA pseudogene


