virion structural protein (CDS_0013)

virion structural protein (CDS_0009) virion structural protein (CDS_0014) receptor binding tail protein (CDS_0019)
virjon structural protein  major tail protein (CDS_0011) ‘ tail associated lysin (CDS_0017)
\ virion structural protein (CDS_0010)  tail protein (CDS_0012) 15 tail protein (CDS_0016) 18 20 terminase small subunit (CDS_0021)

I —— - —
MGV-GENOME-0116379:5,670-16,933 (+)

tail associated lysin (CDS_0015)
tail protein (CDS_0014) 16 receptor binding tail protein (CDS_0017)

I S E— I
uvig 538838:5,654-14,361 (+)
receptor binding tail protein (CDS_0019)
tail associated lysin (CDS_0017)
neck passage structure (CDS_0010) tail protein (CDS_0016) 18 20 endolysin (CDS_0021)
1 Y S S — NN
MGV-GENOME-0134337:5,660-18,657 (+)
receptor binding tail protein (CDS_0019)
tail associated lysin (CDS_0017)
tail protein (CDS_0016) 18 20 endolysin (CDS_0021)

— e E—
uvig_152302_:5,660-19,032 (+)

receptor binding tail protein (CDS_0018)
tail associated lysin (CDS_0016) endolysin (CDS_0020)

neck p structure (CDS_0010) tail protein (CDS_0015) 17 19 21 22 23

I S —— I _— I I
MGV-GENOME-0136211:5,670-18,860 (+)
transglycosylase (CDS_0021)
tail associated lysin (CDS_0016) endolysin (CDS_0020)
major tail protein (CDS_0011) tail protein (CDS_0015) 17 18 19 ‘ 22

— T ]
MGV-GENOME-0127757:5,670-17,978 (+)

tail associated lysin (CDS_0016)
tail protein (CDS_0015) 17 18 19

I S — —
MGV-GENOME-0103071:5,670-15,862 (+)
receptor binding tail protein (CDS_0019)
tail associated lysin (CDS_0017) endolysin (CDS_0021)

neck p structure (CDS_0010) tail protein (CDS_0016) 18 20 22

—
uvig_420969:5,654-19,231 (+)
receptor binding tail protein (CDS_0019)
tail associated lysin (CDS_0017)

tail protein (CDS_0016) 18 20 endolysin (CDS_0021)
I I — [ —
MGV-GENOME-0138403: 5,654-18,860 (+)

receptor binding tail protein (CDS_0020)
tail associated lysin (CDS_0018) endolysin (CDS_0022)

tail protein (CDS_0017) 19 21 transglycosylase (CDS_0023)
I I N s W . — I
MGV-GENOME-0146440: 5,654-19,796 (+)

receptor binding tail protein (CDS_0017)
tail associated lysin (CDS_0015) endolysin (CDS_0019)
tail protein (CDS_0014) 16 18 transglycosylase (CDS_0020)
I S — I I
MGV-GENOME-0114917:5,720-16,803 (+)
receptor binding tail protein (CDS_0018)
tail associated lysin (CDS_0016) endolysin (CDS_0020)
major tail protein (CDS_0011) tail protein (CDS_0015) 17 19 21
I I, ——— = I

N S —
MGV-GENOME-0121915:5,654-17,168 (+)
receptor binding tail protein (CDS_0018)
tail associated lysin (CDS_0016)
tail protein (CDS_0015) 17 19 endolysin (CDS_0020)

| S S E—
MGV-GENOME-0119639: 5,660-16,752 (+)
receptor binding tail protein (CDS_0018)
tail associated lysin (CDS_0016)
11 tail protein (CDS_0015) 17 19 endolysin (CDS_0020)

S e e N e W —
MGV-GENOME-0112711:5,670-16,622 (+)

receptor binding tail protein (CDS_0018)

tail associated lysin (CDS_0016) endolysin (CDS_0020)
tail protein (CDS_0015) 17 19 21
s S I

I R E——
MGV-GENOME-0126041:5,660-17,802 (+)
receptor binding tail protein (CDS_0017)
tail associated lysin (CDS_0015)
tail protein (CDS_0014) 16 18 endolysin (CDS_0019)

L D st s o
uvig 425098:5,660-15,470 (+)
receptor binding tail protein (CDS_0019)
tail associated lysin (CDS_0017)
neck p ge structure (CDS_0010) tail protein (CDS_0016) 18 20 endolysin (CDS_0021)

— I
OTU_6297:5,660-17,892 (+)
receptor binding tail protein (CDS_0019)
tail associated lysin (CDS_0017)
tail protein (CDS_0016) 18 20 endolysin (CDS_0021)

]
MGV-GENOME-0131644:5,660-18,371 (+)

receptor binding tail protein (CDS_0018)
tail associated lysin (CDS_0016)
tail protein (CDS_0015) 17

virion structural protein (CDS_0009)
major tail protein (CDS_0011)

19 endolysin (CDS_0020)

receptor binding tail protein (CDS_0017)
tail associated lysin (CDS_0015)
tail protein (CDS_0014) 16 18 endolysin (CDS_0019)

— — —
MGV-GENOME-0109408: 5,819-16,349 (+)

I S —
MGV-GENOME-0100818: 5,332-15,510 (+)
receptor binding tail protein (CDS_0017)
tail associated lysin (CDS_0015)
tail protein (CDS_0014) 16 18 endolysin (CDS_0019)

I S E— I I
MGV-GENOME-0128911:5,332-16,581 (+)
receptor binding tail protein (CDS_0017)
tail associated lysin (CDS_0015)
tail protein (CDS_0014) 16 18

s O — I
uvig_259283:5,332-15,835 (+)
head-tail connector protein (CDS_0006)
virion structural protein (CDS_0007) tail associated lysin (CDS_0016)
\ tail protein (CDS_0011) tail protein (CDS_0015) 17

I —
NC_049480.1:4,758-13,696 (+)
major tail protein (CDS_0011)

NC_049357.1:4,757-13,719 (+)
tail protein (CDS_0011)

NC_049381.1:4,286-12,922 (+)
HEase_00016 homing (CDS_0008)
major tail protein (CDS_0012)

NC_049486.1:4,758-14,012 (+)

major tail protein (CDS_0012)

I
uvig_159408:4,758-15,607 (+)
major tail protein (CDS_0042)

— —
MGV-GENOME-0188792: 15,327-24,558 (-)
major tail protein (CDS_0011)
1 s
uvig_419844:4,758-14,709 (+)
tail protein (CDS_0012)

0 0 I I . I, N, I, N, R N —,

EE—— —————— 1 —
MGV-GENOME-0164627:4,758-16,394 (+)

tail protein (CDS_0012)

T e e
MGV-GENOME-0155996:4,758-15,727 (+)

tail protein (CDS_0012)

|
MGV-GENOME-0146203:4,758-15,361 (+)
neck passage structure (CDS_0010) tail protein (CDS_0012)

I S —
SAMNO5826795_al ct26265 vs1:4,758-15,071 (+)
tail protein (CDS_0012)

T e ————— e
KC182550.1:4,758-13,939 (+)

tail protein (CDS_0008) 11 receptor binding tail protein (CDS_0015) 16

0 0 O, O I O I, NN, W— 0 N

N S
MGV-GENOME-0199744:2,559-15,781 (+)
tail protein (CDS_0011)

0 0 O, D I O O e N W—

—— I
uvig_147845:4,758-17,061 (+)

major tail protein (CDS_0011)

e — T
NC_049362.1:4,758-11,447 (+)

minor head protein (CDS_0005) neck passage structure (CDS_0010)

1 — ¢ —————————— @ | | ——— ——————// /]
KC182543.1:3,556-15,332 (+)

neck passage structure (CDS_0010)

— T —] C——— 9 r——— —————// /0 bV
MGV-GENOME-0201681:3,556-15,129 (+)

neck structure protein (CDS_0010)

—— —————— . —— ——— —————————————— ———————— —————————— ]
FJ848883.1:3,556-15,271 (+)

neck passage structure (CDS_0010)

T e e e I
NC_008363.1:3,556-13,059 (+)

neck passage structure (CDS_0010)

— e — — —r—— —————“—/—////¥/¥/¥— /|
TemPhD_cluster_28361:3,556-15,316 (+)

virion structural protein (CDS_0010)

e e . e B
JQ740807.1:3,595-15,690 (+)

neck [ structure protein (CDS_0010)

NC_049363.1: 3,556-15,131 (+)
HNH endonuclease (CDS_0008)neck protein (CDS_0011)

& ]
MGV-GENOME-0167981: 3,037-14,259 (+)
neck protein (CDS_0010)

— [ —— —  ——— e /]
NC_049356.1:3,556-14,678 (+)

neck passage structure (CDS_0010)

I o e e e S
NC_049354.1:3,556-14,593 (+)

neck passage structure (CDS_0010)

N
MGV-GENOME-0180228: 3,556-15,649 (+)
neck passage structure (CDS_0010)

— [ —— — § —— /]
NC_049355.1:3,556-14,677 (+)

neck structure (CDS_0011)

—— —— ————————— | —— | —— — —————— ————————]
NC_049365.1:3,595-14,924 (+)

neck structure (CDS_0010)

T ——— — —§ ————————— e ——S..
NC_049415.1:3,556-16,061 (+)

neck passage structure (CDS_0010)

——— [ — — —— —}§ ———————— —————— 0 ———— ——/—/ /.
uvig_163780:3,556-16,111 (+)

minor head protein (CDS_0010)

—— e [ e —
NC_021855.1:3,555-15,196 (+)

neck passage structure (CDS_0044)

— e —— e
MGV-GENOME-0202847: 15,775-27,058 (-)

neck passage structure (CDS_0010)

— S —— . _r__
SRS143181 al ct13725_vs1:3,556-14,614 (+)

neck passage structure (CDS_0011)

—— ———————§¢§ [ —— — |
NC_049347.1:3,595-15,380 (+)

neck passage structure (CDS_0010) virion structural protein (CDS_0012)

T ——  ——— ¢ -—«— /0 T —— —/—/ /2 e
NC_049411.1:3,556-15,226 (+)

neck p structure (CDS_0010)

| S
MGV-GENOME-0226906: 3,556-15,345 (+)
neck passage structure (CDS_0011)

— " ———~«@§ [ ——— —— ]
NC_049400.1: 3,556-16,052 (+)

neck passage structure (CDS_0010)

|
uvig 118271:3,556-15,444 (+)
neck passage structure (CDS_0011)
neck passage structure (CDS_0010)

— ——}—fp— —— — ———————————— —————— ——————————]
NC_049418.1:3556-15,269 (+)

neck passage structure (CDS_0010)

— [ —— [ ————— P ————— 1 /e
NC_049420.1:3,556-15,270 (+)

virion structural protein (CDS_0010)

e e e I B S
NC_021854.1:3,556-13,081 (+)

neck passage structure (CDS_0010) neck passage structure (CDS_0011)

|
NC_049417.1:3556-14,967 (+)
virion structural protein (CDS_0010) tail protein (CDS_0012)

I S
NC_049476.1:3,556-15,090 (+)
virion structural protein (CDS_0010) tail protein (CDS_0016)

— T I — e I e
Norman_58 NODE_é_length_31377_cov_61.956740:3,556-15,539 (+)

neck passage structure (CDS_0010)

——  ————— T —— ¢ —————«+‘\P/————~«+&3 " ————////}/ / / Vb e
NC_049412.1:3,556-15,110 (+)

neck passage structure (CDS_0010)

N S
uvig_375859:3,557-15,943 (+)
neck passage structure (CDS_0010)

— e — 1 e
SAMN11893776_al _ct5747 vs1:3,313-15,675 (+)

neck passage structure (CDS_0010)  virion structural protein (CDS_0011)

— e — I e N
MGV-GENOME-4400886: 3,556-16,139 (+)

neck passage structure (CDS_0011)

— ————— ) —— V- ]
uvig 279625:3,556-15,672 (+)

neck passage structure (CDS_0010)

— e — e e
MGV-GENOME-0205087: 3,556-15,309 (+)

neck passage structure (CDS_0010)

|
NC_049423.1:3556-15,756 (+)
neck passage structure (CDS_0010) major tail protein (CDS_0012)

s e e e N I
NC_049434.1:3556-16,023 (+)

neck passage structure (CDS_0010) tail protein (CDS_0015)

e e ] e I B
NC_049409.1:3,556-15,026 (+)

virion structural protein (CDS_0011)

N 5 e —
MGV-GENOME-0218710:3,571-15,616 (+)
neck p structure (CDS_0010) major tail protein (CDS_0011)

T —— ¢ / ————— /¢ ——— —/ /]
NC_049370.1:3,556-14,617 (+)

neck structure (CDS_0010) major tail protein (CDS_0011)

I . B I B
IMGVR_UViG_3300045988_006218|3300045988|Ga0495776_033259: 3,556-14,863 (+)

major tail protein (CDS_0006)

I 1 e
MGV-GENOME-0170175:3-9,001 (+)

neck structure (CDS_0010) tail protein (CDS_0016)

L~ ———————
NC_049403.1: 3,555-15,521 (+)
neck p structure (CDS_0010) 15

I W s D, N N, N, N, R, R, R——

—— (e E— e e I e e
MGV-GENOME-0215317:3,556-16,121 (+)

major tail protein (CDS_0011)
1 e N S —
MGV-GENOME-0193345:4,758-14,239 (+)
major tail protein (CDS_0011)

|
MGV-GENOME-4386465:4,758-14,176 (+)
tail protein (CDS_0011)
0150 0/ S s W, N S — S E— |
NC_049407.1:4,758-14,662 (+)
major tail protein (CDS_0011)
1 0 ) Ry N /S, S — E— S—
NC_049359.1:4,758-14,283 (+)
major tail protein (CDS_0012)

KM091444.1:4,758-14,767 (+)

12
L ee—— S e

NC_049404.1:4,758-14,537 (+)

11
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NC_049426.1:4,758-14,053 (+)

major tail protein (CDS_0011) tail protein (CDS_0016)
0 0 O S N, N O S —" SN F—,
uvig_545520:4,758-14,062 (+)

major tail protein (CDS_0011)

S — ——— —————————————— P — |
uvig_568810:4,758-14,115 (+)

neck structure (CDS_0011) major tail protein (CDS_0012)

— e e N e
NC_049374.1:3,556-14,925 (+)

neck structure (CDS_0010) major tail protein (CDS_0011)

— e e N
OTU_3798:3,556-15,289 (+)

major tail protein (CDS_0011)

e ———— e ——
NC_049376.1:3,556-13,255 (+)
neck passage structure (CDS_0010)

S ] ] B B
uvig_375828:3,557-14,192 (+)

virion structural protein (CDS_0013)
major tail protein (CDS_0010)
tail protein (CDS_0011) virion structural protein (CDS_0014)

— e E— I N
MGV-GENOME-0194679:3,556-13,946 (+)

major tail protein (CDS_0010)tail protein (CDS_0011)

— e — ———
MGV-GENOME-0194731:3,556-13,946 (+)

3 4 HEase_00016 homing (CDS_0008)

NC_028900.1:1,910-8,278 (+)
virion structural protein (CDS_0008)

U N |
NC_008371.1:1,910-10,781 (+)

virion structural protein (CDS_0008)

KF676640.1:1,910-10,794 (+)
tail protein (CDS_0015) 16 methyltransferase (CDS_0017)

I e e N
uvig 281134:5,664-14,386 (+)

oMTase_00015 orphan (CDS_0015)

I S S B e I
uvig_426116:5,670-11,122 (+)

tail protein (CDS_0015)

I e e ] B e W—
uvig_539192:5,661-13,447 (+)

tail protein (CDS_0014)

. — —
uvig_35909:5,745-11,674 (+)

tail protein (CDS_0014) tail associated lysin (CDS_0015)

I ) I e e
uvig_151359:5,370-12,520 (+)

tail protein (CDS_0014) tail associated lysin (CDS_0015)

I — — —
SAMN11893768 al ct9385 vs1:5,661-13,184 (+)

14

I
uvig_560499:5,325-11,687 (+)
14

——
uvig_261268:5,364-12,559 (+)
14

I S S R E—— E—
uvig_261965:5,325-10,514 (+)
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