receptor binding tail protein (CDS_0017)
HEase_00001 homing (CDS_0022)
transglycosylase (CDS_0021)

virion structural protein tail associated lysin (CDS_0015) endolysin (CDS_0019) 4
‘ 13 tail protein (CDS_0014) 16 18transglycosylase (CDS_0020) 23 24 25 26 2728 29 30

NC_049402.1:7,537-18,331 (+)
receptor binding tail protein (CDS_0018) 21 25 28

— W —— — ]
OTU_4194:8,339-18,350 (+)

transglycosylase (CDS_0022)
HEase_00016 homing (CDS_0021) 23 24 30

KC182548.1:8,414-19,813 (+)
transglycosylase (CDS_0022)
HEase_00016 homing (CDS_0021) 23 24

KC182549.1:8,396-19,795 (+)
transglycosylase (CDS_0021)
virion structural protein (CDS_0013) receptor binding tail protein (CDS_0018) 22 23 30

MGV-GENOME-0163083:9,332-20,576 (+)
transglycosylase (CDS_0022)
tail protein (CDS_0015) 21 23 24

NC_049424.1:9,863-20,894 (+)
2223 25

C— W 11—
KM091444.1:8,883-20,136 (+)

21 22

NC_049366.1: 9,882-20,915 (+)
21 22 23

I R N— T R W R S e W S

— ———— T T 1T —
NC_049446.1:9,971-21,092 (+)

19 2122

NC_049359.1: 7,887-19,516 (+)
22 23 24

— — T 11— — |
NC_049434.1:10,422-20,761 (+)

virion structural protein (CDS_0012) receptor binding tail protein (CDS_0018) 19 21 22

—
NC_049361.1:7,596-18,522 (+)
transglycosylase (CDS_0021)
23 28

NC_049474.1:10,010-19,728 (+)
transglycosylase (CDS_0021) 22 23 27

S S — S E—
MGV-GENOME-0174914:7,923-18,887 (+)

HEase_00001 homing (CDS_0022)
transglycosylase (CDS_0021) 23 24 HEase_00016 homing (CDS_0026)

I S R S S E—
NC_049425.1:8,433-19,609 (+)

transglycosylase (CDS_0021)
22 23

NC_049426.1:8,433-19,758 (+)
transglycosylase (CDS_0021)
22 23 25 2627

NC_011046.1:8,433-18,907 (+)
receptor binding tail protein (CDS_0017)
18

N . B
NC_049414.1: 6,988-16,440 (+)
receptor binding tail protein (CDS_0018) 19

NC.049482.1: 9,088- 18,708 (1)
receptor binding tail protein (CDS_0020) 21

— W
NC_049400.1:10,103-20,485 (+)

21 22

NC_017702.1:10,165-20,934 (+)
HEase_00016 homing (CDS_0023)

receptor binding tail protein (CDS_0019) 2425
[ — — T— T W W S U T S IS S G W

NC_049486.1:8,947-19,025 (+)
receptor binding tail protein (CDS_0018)
19 transglycosylase (CDS_0021)
_— L\ | I N .
JQ740803.1: 9,386-19,337 (+)
receptor binding tail protein (CDS_0018) 19

receptor binding tail protein (CDS_0018)
19 transglycosylase (CDS_0021)

—
NC_049369.1:9,013-18,474 (+)

_—
uvig 493212:9,714-19,819 (+)
receptor binding tail protein (CDS_0018)
19

L |
JQ740810.1:9,386-19,337 (+)
receptor binding tail protein (CDS_0019)
20

[ |
MGV-GENOME-0167981:8,919-18,149 (+)
receptor binding tail protein (CDS_0018) 19

1 e B B E—
NC_049398.1:9,071-18,229 (+)
receptor binding tail protein (CDS_0036) 35 HEase_00001 homing (CDS_0033)

— — [ | " —— ]
MGV-GENOME-0202847: 10,915-21,604 (-)

receptor binding tail protein (CDS_0018) 19
| I NN .
SRS143181 a1 _ct13725_vs1:9,025-19,004 (+)
receptor binding tail protein (CDS_0018) 19

—_— — ——————— 1 —
OTU_4135:7,526-17,363 (+)

receptor binding tail protein (CDS_0018) 19

[ I A .
NC_013152.1: 9,442-19,705 (+)
receptor binding tail protein (CDS_0018)
19
I NN N

[
NC_013153.1:9,013-19,267 (+)
receptor binding tail protein (CDS_0018)
19

—_— — — & ]
NC_049357.1:7,607-17,598 (+)

receptor binding tail protein (CDS_0018) 19

—-— — —— 1 —— 7 ]
OTU_8727:9,044-19,543 (+)

receptor binding tail protein (CDS_0035) 34

_—
MGV-GENOME-0188792:11,275-21,670 (-)
receptor binding tail protein (CDS_0018) 19 21 22

—
JQ740812.1:9,870-20,327 (+)

receptor binding tail protein (CDS_0019)
20

[ |
MGV-GENOME-0146203: 9,498-19,446 (+)
transglycosylase (CDS_0023)
24 25

MGV-GENOME-0218710: 10,292-20,705 (+)
transglycosylase (CDS_0021)
22 23 29

NC_021852.1:9,123-20,368 (+)
transglycosylase (CDS_0023)
HNH endonuclease (CDS_0022) 24 25 31

— — §F———— g — — — ]
MGV-GENOME-0226925:8,441-19,372 (+)

transglycosylase (CDS_0020)
21 22 25

I, D, N, N— R e U R S e
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NC_049397.1:7,305-18,607 (+)

transglycosylase (CDS_0020)
21

DQ054536.1:7,774-17,611 (+)
receptor binding tail protein (CDS_0018)

—_— I | S E—
NC_008363.1:7,479-17,611 (+)

transglycosylase (CDS_0022)
HEase_00016 homing (CDS_0021) 23 24

AF009630.1: 9,810-19,880 (+)
transglycosylase (CDS_0022)
HEase_00016 homing (CDS_0021) 23 24

NC_001909.1:9,810-19,880 (+)
receptor binding tail protein (CDS_0017) 18

e I S —
MGV GENOME-0149484:6,987-17,734 (+)

receptor binding tail protein (CDS_0018)
19

_— I B S —
uvig_107816:7,629-18,434 (+)

receptor binding tail protein (CDS_0017) 18

[
uvig 173317:6,985-17,124 (+)

L~ ———— et e
MG\/ GENOME-0165150:7,650-18,691 (+)
receptor binding tail protein (CDS_0019)
receptor binding tail protein (CDS_0018)

—
NC_049412.1:9,035-19,385 (+)
transglycosylase (CDS_0020)
21

e
MGV-GENOME-0186614:7,794-17,734 (+)

transglycosylase (CDS_0021)
22

MGV-GENOME-4386465:7,831-19,152 (+)

transglycosylase (CDS_0021)
2223

e S e — e S S e S W
NC_049399.1:8,278-17,852 (+)

receptor binding tail protein (CDS_0035)

uvwg 25583:11,937-21 670( )
receptor binding tail protein (CDS_0018)

uvwg 419844:7,646-18, 099( )
receptor binding tail protein (CDS_0019)

— I S E——
NC_049411.1:9,646-19,177 (+)

receptor binding tail protein (CDS_0021)
tail protein (CDS_0016) receptor binding tail protein (CDS_0020)

— T —— R E— A E— | —
NC_049403.1: 9,693-20,082 (+)

receptor binding tail protein (CDS_0017) transglycosylase (CDS_0020)

[ |
MGV-GENOME-0205476: 6,974-16,964 (+)
receptor binding tail protein (CDS_0018)

SAMN11893776 al ct5747 vs1:9,507-18 900( )
receptor binding tail protein (CDS_0019)

uV\g 279625:9,504-19 590( )
receptor binding tail protein (CDS_0017)

OTU | 4636:6,849- 17020( )
virion structural protein (CDS_0014)
virion st structural protein (CDS_0013) receptor binding tail protein (CDS_0019)

MG\/ GENOME-0194679:7,321-16, 985( )
receptor binding tail protein (CDS_0019)

_—
MGV-GENOME-0200303: 9,591-18,745 (+)
receptor binding tail protein (CDS_0013)

[ |
MGV-GENOME-0170175:2,889-12,500 (+)
receptor binding tail protein (CDS_0018)

|
JQ740813.1:9,870-19,692 (+)
receptor binding tail protein (CDS_0019)

_—
uvig_118271:9,618-19,207 (+)
receptor binding tail protein (CDS_0019)
20

— IS SN S EE—
MGV-GENOME-0155996: 9,618-19,630 (+)

receptor binding tail protein (CDS_0017)

KC182544 1:6,988-16, 597( )
receptor binding tail protein (CDS_0018) 19

e B T D —
OTU 5689:9,071-18,690 (+)
receptor binding tail protein (CDS_0018) 22

Q740789.1. 9.870- 19,692 (+)
receptor binding tail protein (CDS_0018)

L |
JQ740807.1:9,870-19,504 (+)
receptor binding tail protein (CDS_0018)

JQ740808.1: 9.870-19.659 (+)
receptor binding tail protein (CDS_0018)

_—
NC_049484.1:7,470-17,282 (+)
receptor binding tail protein (CDS_0019)

_—
NC_049374.1:8,498-18,860 (+)
receptor binding tail protein (CDS_0019)

mmanjBfNODEféflengthj13777cov761,9567401 9,443-19,916 (+)
receptor binding tail protein (CDS_0018)

_—
MGV-GENOME-0191602: 7,444-17,404 (+)
receptor binding tail protein (CDS_0018)

_—
KC182543.1:9,752-19,724 (+)
receptor binding tail protein (CDS_0018)

L e e e e, —————————— | ;& ‘g _§ _ ]
NC 049483.1:8,407-17,949 (+)
receptor binding tail protein (CDS_0017)

S S S S —
NC 049401.1: 6,985-16,486 (+)
receptor binding tail protein (CDS_0018) 19

— By
NC_021860.1:9,336-19,126 (+)

receptor binding tail protein (CDS_0018) 19 23

MGV-GENOME-4397886:9,056-19,300 (+)
transglycosylase (CDS 0021)

e B R S E—
NC_049480.1:8,391-18,039 (+)

receptor binding tail protein (CDS 0018)

I—_:__.-GIG—-GGI

e E—— S T S —
NC 049485.1:7,575-18,932 (+)

transglycosylase (CDS_0021)
22 DNA methyltransferase (CDS_0029)

NC_049407.1:7,879-20,438 (+)

w

e — [ — W} § —— ]
MGV-GENOME-0197684:8,453-18,304 (+)

-—:)_ID-D-GIGG-GGI.

— —§F ¢ —
uvig_568810:7,941-18, 304( )

tail protein (CDS_0016)
tail protein (CDS_0015)

—:D_IDD-C—CG-GGI.G

——— ———————— ———————— ——— ———— — I ———— |}y —
uvig_545520:8,453-18,414 (+)

_I:)-C]-I!—-C—Gm

uvig_39655:13,377-19, 642( )
HEase_00016 homing (CDS_0022)

I N NN B A ——
MGV GENOME-0217672:13,686-19,670 (+)
receptor binding tail protein (CDS_0018) 23 30

MGV-GENOME-0182966: 13,703-20,664 (+)

MGV-GENOME-4383606:7,785-18,362 (+)

o — [ — — " B ]
SAMNO5827172_al ct18649 vs1:12,205-18,362 (+)

21

|
MGV-GENOME-0216492:12,205-18,362 (+)
transglycosylase (CDS_0021)

JQ740793.1:10,193-20,281 (+)
transglycosylase (CDS_0023)

NC_049417.1:10,194-19,387 (+)
transglycosylase (CDS_0021)

MGV-GENOME-0219580: 9,851-19,540 (+)
transglycosylase (CDS_0021)

I E— L B | |
uvig 421016:9,859-19,380 (+)
transglycosylase (CDS_0021)

I N N E—
NC_049381.1:7,860-16,427 (+)

RecJ-like ssDNA exonuclease (CDS_0028)
transglycosylase (CDS_0021) 27

e
IMGVR_UViG_3300045988_006218|3300045988|Ga0495776_033259:9,567-21,550 (+)
15 transglycosylase (CDS_0022)

I I B, S I D, I L St g

= § =~
MGV-GENOME-0215317:10,043-19,280 (+)

transglycosylase (CDS_0022)
I S
uvig_118115:10,555-19,280 (+)

transglycosylase (CDS_0022)
i

NC_021855.1: 10,423-20,577 (+)
receptor binding tail protein (CDS_0019)

—
uvig_168780:10,522-20,172 (+)
tail length tape measure protein (CDS_0014) 21

Y W FU— T W— W S S W GG W

—— ———— 1 —— 1§
uvig_156420:7,875-20,946 (+)

18

T — " B 1
MGV-GENOME-0199744:5,676-18,747 (+)

major tail protein (CDS_0010)
tail protein (CDS_0011) receptor binding tail protein (CDS_0018) 19

— " — ————————————— ——————— ————————— — [ — ————} | — ;¢ |} |
MGV-GENOME-0210901: 6,032-20,576 (+)

receptor binding tail protein (CDS_0018)
19

——— ——— | — ———————————— ———— ——————— — ——————— ] — ———§F ;g — | |} ]
uvig_147845:6,042-21,066 (+)
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DNA, RNA and nucleotide metabolism head and packaging lysis other tail unknown function defence (PADLOC)
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