
NC_049398.1: 18,557-23,770 (+)

27 28 29 30
DNA methyltransferase (CDS_0031)

32 33 34 35 36

single strand DNA binding protein (CDS_0037)
Sak-like ssDNA annealing protein (CDS_0038)

HEase_00016 homing (CDS_0039)
40

uvig_118271: 20,230-24,803 (+)

36 37

SAMN05826930_a1_ct14056_vs1: 16,010-21,172 (+)

25 31 32 37

NC_013155.1: 19,334-26,280 (+)

RecJ-like ssDNA exonuclease (CDS_0028) HNH endonuclease (CDS_0029) 35

SAMN11893776_a1_ct5747_vs1: 19,311-25,031 (+)

33 38

MGV-GENOME-0214573: 18,422-25,183 (+)

34
single strand DNA binding protein (CDS_0037)

39

MGV-GENOME-0193345: 18,422-24,939 (+)

34

MGV-GENOME-0203462: 17,173-23,940 (+)

33

NC_021855.1: 19,415-25,413 (+)

29 30 36 40

MGV-GENOME-0222676: 17,737-24,165 (+)

24 25 30
HEase_00001 homing (CDS_0032)

33 34 36

MGV-GENOME-0194895: 18,187-24,165 (+)

HEase_00001 homing (CDS_0033)
34 35

MGV-GENOME-0216492: 17,286-23,878 (+)

26 28 29 30 32 33
HEase_00001 homing (CDS_0034)

DNA methyltransferase (CDS_0035)

36

SAMN05827172_a1_ct18649_vs1: 17,286-23,878 (+)

26 32 33
HEase_00001 homing (CDS_0034)

DNA methyltransferase (CDS_0035)

36

NC_017702.1: 19,172-24,390 (+)

25 32 33 34 35

JQ740808.1: 19,145-24,602 (+)

26 31 32 33 34 HNH endonuclease

JQ740805.1: 19,146-25,352 (+)

31 32 33 34 36

JQ740807.1: 18,990-24,700 (+)

31 32 33 34

JQ740795.1: 19,172-24,867 (+)

32 33
DNA methyltransferase (CDS_0034)

35 36

JQ740813.1: 19,172-26,189 (+)

32 33
HEase_00001 homing (CDS_0034)

35 36

KC182543.1: 18,768-24,202 (+)

24 31 32 33

MGV-GENOME-0219580: 17,975-23,845 (+)

29 30 31
HEase_00001 homing (CDS_0032)

33 HEase_00001 homing (CDS_0035)

NC_049358.1: 17,640-23,467 (+)

29 30
DNA methyltransferase (CDS_0031)

32

NC_049476.1: 17,816-25,714 (+)

25 31 32 33 34 35

NC_049373.1: 17,405-24,838 (+)

28 32 33
DNA methyltransferase (CDS_0034)

DNA methyltransferase (CDS_0035) 37

NC_049361.1: 17,340-23,685 (+)

31
DNA methyltransferase (CDS_0032)

DNA methyltransferase (CDS_0033)

NC_049368.1: 17,408-23,917 (+)

31 DNA methyltransferase (CDS_0032)

NC_049402.1: 16,312-23,282 (+)

DNA methyltransferase (CDS_0032) 33
DNA methyltransferase (CDS_0034)

35 38

KC182549.1: 17,533-22,906 (+)

34
DNA methyltransferase (CDS_0035)

36

KC182550.1: 17,533-23,344 (+)

34 35

MGV-GENOME-0202847: 6,528-12,097 (-)

212223

NC_049484.1: 16,768-22,741 (+)

32 33
DNA methyltransferase (CDS_0034)

35 HNH endonuclease (CDS_0037)

MGV-GENOME-0226906: 19,208-24,652 (+)

DNA methyltransferase (CDS_0033) 34 37

MGV-GENOME-0218250: 18,957-23,947 (+)

DNA methyltransferase (CDS_0032) 33

OTU_3798: 18,869-23,821 (+)

DNA methyltransferase (CDS_0031) 32

NC_049404.1: 18,131-23,337 (+)

34
DNA methyltransferase (CDS_0035)

36

MGV-GENOME-0197568: 15,085-20,680 (+)

MTase_II_00075 Type (CDS_0028) DNA methyltransferase (CDS_0029)

NC_049376.1: 17,026-23,529 (+)

34 35 36

NC_049374.1: 18,696-25,688 (+)

35 36 37

OTU_3727: 18,708-25,989 (+)

30 33 34 35 36 37

MGV-GENOME-0205087: 17,588-22,308 (+)

22 28

NC_049354.1: 16,842-22,732 (+)

26 28 29 DNA methyltransferase (CDS_0030)

NC_011046.1: 18,653-23,146 (+)

35 36

NC_049425.1: 18,574-23,847 (+)

28 35 36

EU221285.1: 18,653-23,146 (+)

35 36

NC_049426.1: 17,648-22,850 (+)

33 34

MGV-GENOME-0226925: 18,224-24,038 (+)

31 37 38 HEase_00016 homing (CDS_0042)

MGV-GENOME-0186614: 16,785-21,887 (+)

29
DNA methyltransferase (CDS_0032)

33 35 37

NC_049416.1: 18,584-23,776 (+)

DNA methyltransferase (CDS_0030)
DNA methyltransferase (CDS_0031)

32

NC_049422.1: 18,127-24,019 (+)

DNA methyltransferase (CDS_0031) 32 33

NC_049381.1: 15,843-21,082 (+)

28 DNA methyltransferase (CDS_0032)
DNA methyltransferase (CDS_0033)

35

SAMN05827090_a1_ct24817_vs1: 17,094-22,093 (+)

DNA methyltransferase (CDS_0031)

MGV-GENOME-0180228: 18,277-24,134 (+)

30 31 32
DNA methyltransferase (CDS_0033)

34

NC_001909.1: 19,278-24,748 (+)

35
HEase_00001 homing (CDS_0036)

37 38

NC_049375.1: 17,651-22,324 (+)

30 31

uvig_173317: 16,187-21,341 (+)

29 30 31

NC_049486.1: 17,333-22,231 (+)

33 34

NC_049481.1: 18,131-23,984 (+)

HEase_00001 homing (CDS_0032)
33

MGV-GENOME-0200303: 18,231-24,923 (+)

32 DNA methyltransferase (CDS_0033)

NC_049409.1: 18,361-24,063 (+)

30 31 HNH endonuclease (CDS_0032)

MGV-GENOME-0190298: 16,681-22,791 (+)

32
DNA methyltransferase (CDS_0033)

34

MGV-GENOME-0191602: 16,890-22,756 (+)

32
DNA methyltransferase (CDS_0033)

34

Norman_58_NODE_6_length_31377_cov_61.956740: 19,402-25,422 (+)

32 33 34

NC_021852.1: 18,274-23,898 (+)

29 33 34

MGV-GENOME-0205476: 16,447-23,253 (+)

30 31
DNA methyltransferase (CDS_0032)

33 34

NC_049370.1: 17,052-24,193 (+)

29 30 31
DNA methyltransferase (CDS_0032)

33

JQ740799.1: 18,155-25,548 (+)

31 32 33 34

JQ740793.1: 18,191-25,585 (+)

31 32 33

JQ740787.1: 18,486-25,738 (+)

31 32 34 39

OTU_4135: 16,528-21,831 (+)

PD-Lambda-5_B_WP_192916452.1 (CDS_0033) 39

MGV-GENOME-0220357: 18,204-25,227 (+)

32 33 34 DNA methyltransferase (CDS_0035)

uvig_421016: 18,204-25,227 (+)

32 33
MTase_II_00075 Type (CDS_0034)

DNA methyltransferase (CDS_0035)

NC_049365.1: 18,043-25,022 (+)

31 32 33 34

uvig_24621: 18,459-25,655 (+)

33 34 35 DNA methyltransferase (CDS_0036)

IMGVR_UViG_3300045988_006218|3300045988|Ga0495776_033259: 17,695-25,666 (+)

27 31 32

NC_049474.1: 17,997-23,673 (+)

23 29 30
DNA methyltransferase (CDS_0031)

32

KC182544.1: 16,083-20,775 (+)

28 29

uvig_419844: 17,585-22,687 (+)

30 31
DNA methyltransferase (CDS_0032)

33

OTU_4636: 16,853-21,239 (+)

33 34

NC_049377.1: 17,400-23,709 (+)

DNA methyltransferase (CDS_0030) 31

NC_049475.1: 16,073-22,572 (+)

DNA methyltransferase (CDS_0029) 30 31

NC_049356.1: 17,400-22,795 (+)

DNA methyltransferase (CDS_0029)

uvig_259539: 15,806-22,261 (+)

29 30 31

MGV-GENOME-0170175: 11,986-18,187 (+)

25 26 27

NC_049411.1: 18,663-24,940 (+)

31 32 33

SAMN05827203_a1_ct71547_vs1: 17,595-25,358 (+)

30 31 32 33 34 35

MGV-GENOME-0188792: 5,600-12,451 (-)

1920212223

uvig_61222: 16,276-24,057 (+)

30 31 32 33 34 35

MGV-GENOME-0210901: 19,181-24,094 (+)

32

MGV-GENOME-0199744: 17,232-22,346 (+)

HEase_00001 homing (CDS_0028)
29

NC_049424.1: 19,198-23,998 (+)

DNA methyltransferase (CDS_0032) 33 34

NC_013153.1: 18,432-23,271 (+)

31

FJ848883.1: 18,870-23,709 (+)

30

NC_028900.1: 17,854-22,129 (+)

31

uvig_147845: 19,671-24,566 (+)

31 32

NC_049417.1: 17,824-23,663 (+)

31 32 MTase_II_00075 Type (CDS_0033)
HEase_00001 homing (CDS_0034)

NC_049421.1: 18,127-24,037 (+)

DNA methyltransferase (CDS_0030) 31

NC_049420.1: 18,127-23,541 (+)

DNA methyltransferase (CDS_0030) 31

NC_049419.1: 18,127-24,448 (+)

DNA methyltransferase (CDS_0029) 30 31

NC_049418.1: 17,987-24,522 (+)

DNA methyltransferase (CDS_0030)
MTase_II_00075 Type (CDS_0031) 32

NC_049363.1: 18,967-25,408 (+)

DNA methyltransferase (CDS_0032) 33
HEase_00001 homing (CDS_0034)

35 36

MGV-GENOME-0218710: 19,870-25,872 (+)

32 36
DNA methyltransferase (CDS_0037)

38 39

NC_049414.1: 15,491-20,796 (+)

28
DNA methyltransferase (CDS_0029)

30

NC_049412.1: 18,871-24,844 (+)

30 31 37

MGV-GENOME-0223419: 19,416-26,797 (+)

32

NC_049483.1: 16,282-21,456 (+)

29 30 31

NC_021854.1: 16,523-21,389 (+)

30 31

KF676640.1: 15,459-20,355 (+)

26 27 28

NC_042024.1: 15,404-20,181 (+)

26 27

NC_049407.1: 17,983-23,626 (+)

DNA methyltransferase (CDS_0029) 32
DNA methyltransferase (CDS_0033)

34 35

NC_021860.1: 17,338-24,177 (+)

28 29 30
HNH endonuclease (CDS_0031)

32 33

NC_049401.1: 15,088-21,789 (+)

23 DNA methyltransferase (CDS_0029) 30
DNA methyltransferase (CDS_0031)

32 34

NC_049400.1: 18,901-25,716 (+)

33 HNH endonuclease (CDS_0034) 40 41 42

OTU_3857: 19,671-26,410 (+)

HEase_00001 homing (CDS_0030)
31

MGV-GENOME-0203272: 17,192-23,365 (+)

HEase_00001 homing (CDS_0028)
29

NC_049397.1: 18,353-24,881 (+)

34 36 37 38 DNA methyltransferase (CDS_0039)

NC_049357.1: 16,661-24,033 (+)

31 32 33

NC_049399.1: 16,897-22,098 (+)

34 39

NC_049485.1: 18,678-24,645 (+)

28 34 35 DNA methyltransferase (CDS_0036)

3000 nt

DNA, RNA and nucleotide metabolism other unknown function defence (PADLOC)


