
IMGVR_UViG_3300026735_000004|3300026735|Ga0208186_100015: 20,644-24,203 (+)

31 32 33

single strand DNA binding protein (CDS_0034)
Sak-like ssDNA annealing protein (CDS_0035)

36 37 38 39 40

NC_042024.1: 18,058-21,984 (+)

33 34

MGV-GENOME-0205087: 20,247-23,444 (+)

34

MGV-GENOME-0219580: 21,391-25,882 (+)

HEase_00001 homing (CDS_0035) 40 HEase_00016 homing (CDS_0041)

Norman_149_NODE_21_length_31769_cov_2279.171817: 21,338-25,463 (+)

HEase_00016 homing (CDS_0036) 37

NC_049365.1: 21,834-25,973 (+)

HEase_00016 homing (CDS_0039) 40

NC_049397.1: 22,336-26,689 (+)

45 HEase_00016 homing (CDS_0046)

NC_049484.1: 20,245-26,495 (+)

HNH endonuclease (CDS_0037) HEase_00016 homing (CDS_0042) 43 48 49 50

MGV-GENOME-0226925: 21,478-26,069 (+)

HEase_00016 homing (CDS_0042) 45 HEase_00016 homing (CDS_0046)

NC_021854.1: 19,246-22,750 (+)

37

MGV-GENOME-0217672: 21,011-24,508 (+)

36

NC_049403.1: 23,105-27,007 (+)

43

NC_049481.1: 20,150-24,538 (+)

33 HEase_00016 homing (CDS_0038) 39

JQ740812.1: 22,546-28,891 (+)

40 45 46 HNH endonuclease (CDS_0047)

uvig_118115: 22,947-28,542 (+)

41 47

NC_049373.1: 22,601-28,755 (+)

37 42 49

NC_049361.1: 21,448-27,748 (+)

40 46

OTU_3798: 21,392-25,334 (+)

34 39

SAMN05826930_a1_ct14056_vs1: 17,958-22,113 (+)

32 37

NC_049376.1: 21,273-25,045 (+)

43

KC182552.1: 22,046-26,110 (+)

40

MGV-GENOME-4386465: 19,528-24,544 (+)

37 terminase small subunit (CDS_0043)

uvig_24621: 23,431-28,877 (+)

41 48

NC_049358.1: 21,362-27,541 (+)

38 45

NC_049351.1: 21,846-28,356 (+)

36

NC_049367.1: 21,576-25,606 (+)

HEase_00016 homing (CDS_0039) 40

NC_049368.1: 21,683-25,218 (+)

39

MGV-GENOME-0202847: 4,734-8,998 (-)

13HEase_00016 homing (CDS_0014)

NC_049364.1: 20,999-27,456 (+)

HEase_00016 homing (CDS_0038) 39

NC_049447.1: 20,472-23,811 (+)

37

uvig_375859: 21,013-25,160 (+)

35 36

uvig_375828: 18,979-23,126 (+)

33 34

uvig_424779: 20,229-24,114 (+)

HEase_00016 homing (CDS_0037) 38

OTU_3727: 23,760-27,338 (+)

44

MGV-GENOME-0215317: 22,947-29,047 (+)

HEase_00016 homing (CDS_0041) 42 47 48 49

NC_049374.1: 23,432-29,581 (+)

44 51

NC_049476.1: 23,220-29,676 (+)

42 49

NC_049402.1: 20,608-24,405 (+)

43

NC_049401.1: 19,582-22,912 (+)

34 39

NC_049486.1: 19,893-26,196 (+)

41

MGV-GENOME-0214573: 22,271-25,502 (+)

34
single strand DNA binding protein (CDS_0037)

39

MGV-GENOME-0193345: 22,271-25,502 (+)

39

MGV-GENOME-0226906: 21,731-29,172 (+)

42 HEase_00016 homing (CDS_0043) 48 49

MGV-GENOME-0222676: 20,132-25,105 (+)

33 34 36 HEase_00016 homing (CDS_0039) 40

JQ740787.1: 22,635-26,670 (+)

39

MGV-GENOME-0194895: 21,318-26,233 (+)

HEase_00016 homing (CDS_0041) 42 47

JQ740799.1: 19,937-26,235 (+)

29 30 31 32 33 36 HEase_00016 homing (CDS_0039)

JQ740793.1: 19,973-26,273 (+)

35

NC_021855.1: 20,577-26,110 (+)

36 40

MGV-GENOME-0211928: 19,997-23,903 (+)

3536

NC_049366.1: 20,915-25,309 (+)

36

SRS143181_a1_ct13725_vs1: 19,997-26,229 (+)

3536

NC_049360.1: 20,137-26,994 (+)

38

KM091444.1: 20,137-27,213 (+)

38

NC_049434.1: 21,676-28,524 (+)

40

NC_049359.1: 19,516-26,923 (+)

HEase_00016 homing (CDS_0037) 38

NC_049446.1: 21,093-28,322 (+)

DNA methyltransferase (CDS_0033) HEase_00016 homing (CDS_0038) 39

OTU_4194: 18,350-24,855 (+)

36

MGV-GENOME-0223419: 22,409-27,495 (+)

36

MGV-GENOME-0203462: 19,691-24,259 (+)

37

MGV-GENOME-0194731: 17,792-25,167 (+)

34

NC_049415.1: 20,788-25,019 (+)

34 35

MGV-GENOME-0200303: 20,089-25,865 (+)

DNA methyltransferase (CDS_0033) HEase_00016 homing (CDS_0038) 39

NC_008363.1: 18,826-23,062 (+)

37

MGV-GENOME-0220357: 20,299-25,934 (+)

32 33 39 HEase_00016 homing (CDS_0040)

uvig_421016: 20,299-25,934 (+)

MTase_II_00075 Type (CDS_0034) 39 HEase_00016 homing (CDS_0040)

NC_049347.1: 20,058-24,936 (+)

37

IMGVR_UViG_3300045988_006218|3300045988|Ga0495776_033259: 21,242-26,372 (+)

34 38

NC_049480.1: 19,820-27,806 (+)

41 HEase_00016 homing (CDS_0042) 47

NC_049412.1: 20,191-25,784 (+)

37 HEase_00016 homing (CDS_0038)

MGV-GENOME-0190298: 18,189-23,482 (+)

34 single strand DNA binding protein (CDS_0037)

JQ740813.1: 23,094-29,327 (+)

41

uvig_163780: 21,513-27,055 (+)

36

OTU_4636: 20,309-25,086 (+)

43 44 45 46 47
terminase small subunit (CDS_0048)

oMTase_00015 orphan (CDS_0049)

MGV-GENOME-0214103: 19,894-28,077 (+)

DNA methyltransferase (CDS_0031) HEase_00016 homing (CDS_0038) 39

MGV-GENOME-0201681: 22,186-28,271 (+)

39 43 44 45

OTU_4135: 18,615-25,219 (+)

PD-Lambda-5_B_WP_192916452.1 (CDS_0033)
HEase_00016 homing (CDS_0038) 39

NC_049399.1: 19,428-23,396 (+)

37 39 42

MGV-GENOME-0186614: 20,958-25,697 (+)

44 45 46 47

SAMN11893776_a1_ct5747_vs1: 23,617-27,710 (+)

41 42 43 44

MGV-GENOME-0188953: 21,770-26,076 (+)

43 44

uvig_147845: 23,382-27,849 (+)

41 42 43

NC_049413.1: 19,590-26,418 (+)

41 42 43 anti-repressor (CDS_0047) 48
HEase_00016 homing (CDS_0049)

3000 nt

DNA, RNA and nucleotide metabolism head and packaging other transcription regulation unknown function defence (PADLOC)


