
uvig_464253: 18,288-34,243 (+)
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27

endolysin (CDS_0028)

29 30 31 32
33

34 35 36
integrase (CDS_0037)

SoFic__SoFic (CDS_0038)

PDC-M04B_WP_210387105.1 (CDS_0039)

PDC-M04A_WP_207706624.1 (CDS_0040)

41

transcriptional repressor (CDS_0042)

43
44

45

46
47

4849
50

51

52

5354 55 56

SAMN05826997_a1_ct15225_vs1: 17,746-33,161 (+)

25 30 31 32

FS_HP_SDH_sah__SDH_sah (CDS_0033)

34
SoFic__SoFic (CDS_0035)

PDC-M04B_WP_210387105.1 (CDS_0036)
PDC-M04A_WP_207706624.1 (CDS_0037)

38

UmuD-like protein (CDS_0039)

40
41

42

43
44

45 48 anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0053)

uvig_423922: 18,411-31,523 (+)

31
SoFic__SoFic (CDS_0032)

PDC-M04B_WP_210387105.1 (CDS_0033)

PDC-M04A_WP_207706624.1 (CDS_0034)

35

UmuD-like protein (CDS_0036)

37
38

39

40
41

42 44
45

46 DNA helicase (CDS_0050)

MGV-GENOME-4412775: 18,411-28,706 (+)

31 32

UmuD-like protein (CDS_0033)

34
35
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37
38

39

OTU_3454: 17,991-27,227 (+)

31 32 33

PDC-S47_WP_148603747.1 (CDS_0034)

35
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37 40

uvig_61281: 19,770-39,797 (+)

tRNA-Ser(GGA)
33 34 35 integrase (CDS_0036)

SoFic__SoFic (CDS_0037)

PDC-M04B_WP_210387105.1 (CDS_0038)
PDC-M04A_WP_207706624.1 (CDS_0039)

40 41

retron_type_VI_hth_cluster2_1 (CDS_0042)
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50 51 54 55

uvig_5198: 18,177-32,066 (+)

integrase (CDS_0030)
SoFic__SoFic (CDS_0031)

PDC-M04B_WP_210387105.1 (CDS_0032)
PDC-M04A_WP_207706624.1 (CDS_0033)

34 35

retron_type_VI_hth_cluster2_1 (CDS_0036)

37
38

39
40

41
42

43
44 45

uvig_486188: 17,758-32,644 (+)

30 31
integrase (CDS_0032)

SoFic__SoFic (CDS_0033)

PDC-M04B_WP_210387105.1 (CDS_0034)
PDC-M04A_WP_207706624.1 (CDS_0035)

36

transcriptional repressor (CDS_0037)

retron_type_VI_hth_cluster2_1 (CDS_0038)

39
40

41
42

43
44

45
46 47

uvig_118689: 19,369-33,850 (+)

33
integrase (CDS_0034)

SoFic__SoFic (CDS_0035)

PDC-M04B_WP_210387105.1 (CDS_0036)
PDC-M04A_WP_207706624.1 (CDS_0037)

38 39 40

UmuD-like protein (CDS_0041)

42
43

44
45

46 47

OTU_4098: 17,758-24,273 (+)

30 Holliday junction resolvase (CDS_0035)

uvig_485728: 17,693-37,682 (+)

30 31

hydrolase (CDS_0032)
ATPase (CDS_0033)

34 35 36 37 38
integrase (CDS_0039)

AbiD__AbiD (CDS_0040)

41 42 43

UmuD-like protein (CDS_0044)

45
46

47 50

MGV-GENOME-0251554: 18,095-30,416 (+)

31 32
AbiD__AbiD (CDS_0033)

34 35 36
Retron_VI__HTH (CDS_0037)

38

uvig_552678: 18,073-37,253 (+)

31 32
ATPase (CDS_0033)

34 35 36 37 38 39
abortive infection resistance protein (CDS_0040)

41 42 43

retron_type_VI_hth_cluster2_1 (CDS_0044)
45

46 47

uvig_541021: 18,123-27,338 (+)

30 31 32

PDC-M69A_WP_216276383.1 (CDS_0033)
34

35 36

SAMEA2737819_b1_ct75_vs2: 18,089-42,005 (+)

31 32 33 34
GajA_00025 AAA (CDS_0035)

36 37 38 39
AbiD__AbiD (CDS_0040)

41 42 43

retron_type_VI_hth_cluster2_1 (CDS_0044)
45

46 47

IMGVR_UViG_3300045988_142359|3300045988|Ga0495776_071072: 18,089-36,676 (+)

31 32 33 34 35 36
AbiD__AbiD (CDS_0037)

38 39 40

retron_type_VI_hth_cluster2_1 (CDS_0041)
42

43 44

MGV-GENOME-0268033: 19,778-33,326 (+)

34 35 36
37

38 39

antitoxin mazE-like (CDS_0040)

41 42 43 44 45

transcriptional regulator (CDS_0046)
retron_type_VI_hth_cluster2_1 (CDS_0047)

48
49 50

SRS075078_a1_ct22671_vs1: 19,778-29,788 (+)

34 35 36
37

38 39

transcriptional regulator (CDS_0040)
retron_type_VI_hth_cluster2_1 (CDS_0041)

42
43 44

uvig_35877: 18,313-34,774 (+)

31
32

33 34
35

36 37 38 39
abortive infection resistance protein (CDS_0040)

41 42 43

retron_type_VI_hth_cluster2_1 (CDS_0044)

45

PDC-S47_WP_148603747.1 (CDS_0046)

47
48

49

uvig_201042: 18,089-35,907 (+)

30 31
32

33 34 35 36 37 38 39
integrase (CDS_0040)

41 42 43

PD-Lambda-1_WP_005960421.1 (CDS_0044)
transcriptional repressor (CDS_0045)

Retron_VI__HTH (CDS_0046)
47 48 50

IMGVR_UViG_3300029845_000353|3300029845|Ga0245277_1000343|428-42167: 18,089-35,162 (+)

30 31
32

33 34 35 36 37 38
integrase (CDS_0039)

40 41 42

PD-Lambda-1_WP_005960421.1 (CDS_0043)

44
Retron_VI__HTH (CDS_0045)

46 47

MGV-GENOME-0262412: 18,091-32,302 (+)

30 31
32

33

integrase (CDS_0034)

35 36 37

PD-Lambda-1_WP_005960421.1 (CDS_0038)

39
Retron_VI__HTH (CDS_0040)

41 42

uvig_433152: 20,024-32,233 (+)

integrase (CDS_0034)
35 36 37 38

PD-Lambda-1_WP_005960421.1 (CDS_0039)

40
Retron_VI__HTH (CDS_0041)

42 43

uvig_429049: 20,024-32,615 (+)

integrase (CDS_0034)
35 36 37 38

PD-Lambda-1_WP_005960421.1 (CDS_0039)

40
Retron_VI__HTH (CDS_0041)

42 43

uvig_384736: 18,292-30,276 (+)

excisionase (CDS_0030)
integrase (CDS_0031)

PD-Lambda-5_B_WP_110365848.1 (CDS_0032)

33 34
UmuD-like protein (CDS_0035)

PDC-M69A_WP_216276383.1 (CDS_0036)

37 38 39

9000 nt

DNA, RNA and nucleotide metabolism integration and excision lysis moron, auxiliary metabolic gene and host takeover other transcription regulation unknown function

defence (DefenseFinder) defence (PADLOC) anti-defence (dbAPIS) tRNA pseudogene


