
IMGVR_UViG_3300007167_000016|3300007167|Ga0102715_1000067: 29,643-38,007 (+)

DnaC-like helicase loader (CDS_0038)
39

anti-CRISPR-Cas evasion by DNA repair (APIS149) (CDS_0040)

41

anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0042)

43 44 45 46 47
DNA binding protein (CDS_0048)

49 50 51 52 53

IMGVR_UViG_7000000130_000048|7000000130|SRS062540_LANL_scaffold_84911: 29,624-37,988 (+)

45 46 47
DNA binding protein (CDS_0048)

51

uvig_308830: 29,291-38,129 (+)

40 41 45 46

site-specific recombination directionality factor RDF (CDS_0047)

48 49 50
DNA binding protein (CDS_0051)

MTase_II_00072 Type (CDS_0052)

uvig_316282: 29,654-38,474 (+); 1-1,266 (+)

terminase large subunit (CDS_0001)host nuclease inhibitor (CDS_0042) 4344 45 46
DNA binding protein (CDS_0047)

49

SAMN00001775_b1_ct6: 29,593-38,412 (+)

host nuclease inhibitor (CDS_0042) 4344 45 46 DNA binding protein (CDS_0047)

uvig_463813: 29,944-38,533 (+); 1-1,266 (+)

host nuclease inhibitor (CDS_0044) 4546 47 48
DNA binding protein (CDS_0049)

51

SRS077441_a1_ct5349: 28,701-38,745 (+)

43 44 45

DNA binding protein (CDS_0046)
MTase_II_00058 Type (CDS_0047)

48 49 50

IMGVR_UViG_3300008278_000092|3300008278|Ga0114262_100182: 36,257-45,400 (+)

44 45 46

DNA binding protein (CDS_0047)
MTase_II_00058 Type (CDS_0048)

49

uvig_461613: 36,224-38,082 (+); 1-9,165 (+)

replication initiation protein (CDS_0001)

RecT-like ssDNA annealing protein (CDS_0004)
exonuclease (CDS_0005)

6 8

RusA-like Holliday junction resolvase (CDS_0009)

11 12 DNA binding protein (CDS_0013) terminase large subunit54

MGV-GENOME-0257669: 29,778-38,049 (+); 1-1,266 (+)

site-specific recombination directionality factor RDF (CDS_0044) 45 46 DNA binding protein (CDS_0047)

SRS017279_a1_ct10383_vs1: 29,917-38,541 (+)

45 46 47
DNA methyltransferase (CDS_0048)

50

SRS013502_a1_ct13710_vs1: 21,716-30,512 (+)

33 34 35 36 37
DNA binding protein (CDS_0038)

40 transcriptional activator (CDS_0043)

IMGVR_UViG_3300008099_000019|3300008099|Ga0114261_100120: 35,125-41,523 (+)

51
Holliday junction resolvase (CDS_0052)

host nuclease inhibitor (CDS_0054)

56 57 58 DNA binding protein (CDS_0059)

OTU_2552: 31,554-38,657 (+)

39 40
anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0041)

46 DNA binding protein (CDS_0047)

IMGVR_UViG_3300007339_000017|3300007339|Ga0104971_100126: 30,064-38,219 (+)

RusA-like Holliday junction resolvase (CDS_0040)

42 43 45 46
DNA binding protein (CDS_0047)

MTase_II_00058 Type (CDS_0048)

MGV-GENOME-0250223: 29,675-36,771 (+)

40 41
DNA binding protein (CDS_0042)

MTase_II_00058 Type (CDS_0043) 45

MGV-GENOME-0236771: 29,048-34,663 (+)

39 40 MTase_II_00058 Type (CDS_0042) 44 45

IMGVR_UViG_3300029110_000001|3300029110|Ga0169174_100164: 31,454-38,551 (+); 1-2,767 (+)

portal protein (CDS_0002)45 46
DNA binding protein (CDS_0047)

MTase_II_00058 Type (CDS_0048)

SAMN09781776_a1_ct14922_vs1: 31,801-38,686 (+)

HEase_00016 homing (CDS_0049)
50 DNA binding protein (CDS_0051)

SRS063193_a1_ct7517: 30,737-37,709 (+)

43 45 MTase_II_00058 Type (CDS_0046)

TemPhD_cluster_50624: 32,504-38,171 (+); 1-2,767 (+)

50 51 52

MGV-GENOME-0201717: 21,260-28,276 (+)

32 33
DNA binding protein (CDS_0034)

MTase_II_00058 Type (CDS_0035)

OTU_2520: 31,832-38,785 (+); 1-2,767 (+)

44 46 47 48 49 50 DNA binding protein (CDS_0051)

uvig_109174: 30,621-37,271 (+)

45 46 DNA binding protein (CDS_0047)

SAMN12237103_a1_ct334: 30,051-38,340 (+)

44
DNA binding protein (CDS_0045)

MTase_II_00058 Type (CDS_0046) 48

TemPhD_cluster_43017: 31,705-38,162 (+); 1-3,710 (+)

minor head protein (CDS_0003)46 47 48 49

uvig_188713: 31,843-38,846 (+)

47 48 49 DNA binding protein (CDS_0050)

OTU_3848: 24,635-31,024 (+)

38 DNA binding protein (CDS_0039)

SRS149671_a1_ct14307_vs01: 30,620-37,215 (+)

46 47 48

IMGVR_UViG_3300045988_016577|3300045988|Ga0495776_126156: 32,643-38,267 (+)

48
DNA binding protein (CDS_0049)

51

uvig_578655: 33,291-38,889 (+)

47 51 52 53 54

uvig_316734: 33,754-40,008 (+)

RusA-like Holliday junction resolvase (CDS_0045)
47 48 49 50 51 DNA binding protein (CDS_0052)

TemPhD_cluster_33393: 30,410-36,665 (+); 1-2,767 (+)

44 45 46 47 48 DNA binding protein (CDS_0049)

IMGVR_UViG_3300029376_000109|3300029376|Ga0243980_1000700: 28,163-39,448 (+)

34 36
anti-CRISPR-Cas evasion by DNA repair (APIS149) (CDS_0037)

42 43 44
DNA binding protein (CDS_0045)

MTase_II_00058 Type (CDS_0046)

4000 nt

DNA, RNA and nucleotide metabolism head and packaging integration and excision moron, auxiliary metabolic gene and host takeover other transcription regulation unknown function

defence (PADLOC) anti-defence (dbAPIS)


