
MGV-GENOME-0302588: 27,442-34,417 (+)

32 33 34 35
36

37 38

anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0039)

HEase_00016 homing (CDS_0040)
RusA-like Holliday junction resolvase (CDS_0041)

42 43 44 45 site-specific recombination directionality factor RDF

uvig_293181: 29,551-33,572 (+)

36
RusA-like Holliday junction resolvase (CDS_0040)

42

IMGVR_UViG_3300045988_017872|3300045988|Ga0495776_183084: 27,135-34,583 (+)

33

RusA-like Holliday junction resolvase (CDS_0038)

42
DNA binding protein (CDS_0043)

44

SRS014127_a1_ct8531: 26,793-34,011 (+)

RusA-like Holliday junction resolvase (CDS_0040)
host nuclease inhibitor (CDS_0042)

44 45 46

IMGVR_UViG_3300007339_000017|3300007339|Ga0104971_100126: 26,719-32,887 (+)

RusA-like Holliday junction resolvase (CDS_0040)
42 43

TemPhD_cluster_33393: 26,924-34,283 (+)

RusA-like Holliday junction resolvase (CDS_0042)
45 46 47 48

SAMN12237103_a1_ct334: 23,099-32,655 (+)

27 28

retron_type_VI_hth_cluster2_1 (CDS_0029)
anti-SOS response (APIS178) (CDS_0030)

DNA binding protein (CDS_0031)
32 34 35 36 37 40 42

SRS149671_a1_ct14307_vs01: 23,990-32,253 (+)

33 34 35 36

IMGVR_UViG_3300007107_000001|3300007107|Ga0102632_1000181: 27,455-33,630 (+)

37 38 anti-CRISPR-Cas evasion by DNA repair (APIS149) (CDS_0039)

IMGVR_UViG_3300045988_005767|3300045988|Ga0495776_182860: 23,764-33,604 (+)

31 32 anti-repressor Ant (CDS_0033) 36 37 38 39 40

uvig_188713: 24,619-34,459 (+)

32 36 37 38 39 40

SAMN09781776_a1_ct14922_vs1: 24,667-34,021 (+)

33
retron_type_VI_hth_cluster2_1 (CDS_0034)

35 36
DNA binding protein (CDS_0037)

38

TemPhD_cluster_50624: 28,777-35,007 (+)

40 41 42 anti-CRISPR-Cas evasion by DNA repair (APIS149) (CDS_0043)

OTU_2520: 27,971-34,549 (+)

36 37 anti-CRISPR-Cas evasion by DNA repair (APIS149) (CDS_0038)

IMGVR_UViG_3300029376_000109|3300029376|Ga0243980_1000700: 28,163-34,365 (+)

35 36 anti-CRISPR-Cas evasion by DNA repair (APIS149) (CDS_0037)

SRS142896_a1_ct7267: 28,263-34,859 (+)

37

OTU_2552: 27,655-35,863 (+)

anti-CRISPR-Cas evasion by DNA repair (APIS149) (CDS_0038) 40
anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0041)

46

OTU_3848: 20,304-28,984 (+)

25 endolysin (CDS_0026) 27
anti-CRISPR-Cas (AcrIIA31) (CDS_0028)

29 32 38

3000 nt

DNA, RNA and nucleotide metabolism integration and excision lysis moron, auxiliary metabolic gene and host takeover other transcription regulation unknown function

defence (PADLOC) anti-defence (dbAPIS)


