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23  tail spike protein (CDS_0024) 25 26 27 Rz-like spanin (CDS_0028)

IMGVR_UViG_2721755647_000003|2721755647|2721801185[1448310-1489729:11,283-27. 347( )
19 20 21 22 23 tail protein (CDS_0025)

TemPhD_cluster 49981:11,281-28,263 (+)
anti-repressor (CDS_0021)
18 19 20 22 24
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IMGVR_UViG_2651869755_000015|2651869755|2651900287|71130-113421: 10,936-27,909 (+)

membrane protein (CDS_0020)
2122 23 25
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TemPhD_cluster_27756:11,286-25,832 (+)
DNA methyltransferase (CDS_0030)
23 tail protein (CDS_0024) 29 31
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IMGVR_UViG_3300039314_000292|3300039314|Ga0169816_00012[47729-89573: 11, 691 30,377 (+)
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23 tail protein (CDS_0024)

MGV-GENOME-0273174:11,691-29,423 (+)
19 20 21 22 23 tail protein (CDS_0024)

uvig 113041:11,691-29,423 (+)
anti-repressor (CDS_0022)
19 20 21 23 tail spike protein (CDS_0025)
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TemPhD_cluster_30030: 10,950-26,384 (+)
anti-repressor (CDS_0021)
19 20 22

TemPhD_cluster_32822:11,286-27,548 (+)
anti-repressor (CDS_0021)
membrane protein (CDS_0019) 20 22 23 24

|
!

I . | ‘=~ . §p |}
TemPhD_cluster_29627:11,267-27,944 (+)

internal virion protein (CDS_0013)
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19 20 21 22 23 tail protein (CDS_0025)

IMGVR_UViG_2897346870_000001|2897346870|2897346870|1495261-1536557: 10,947-27,968 (+)
18 19 20 21 22 23
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IMGVR_UViG_2541047735_000003|2541047735|2541170097|210087-251051: 10,823-28,528 (+)
20 21 22 23

TemPhD_cluster_36902_:11,282-26,291 (+)
18 1920 21 22 23 tail spike protein (CDS_0025) 26
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uvig_175325:10,486-28,377 (+)

19 20 21 22 23 24 tail fiber protein (CDS_0026)

TemPhD_cluster_36973_:10,814-26,656 (+)
19 20 21 22 tail protein (CDS_0024)

uvig_466473:10,944-27,245 (+)
anti-repressor (CDS_0021)
19 20 tail fiber protein (CDS_0023) 26
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TemPhD_cluster_19861:11,778-28,373 (+)
anti-repressor (CDS_0022)
internal virion protein (CDS_0014) 19 20 21 23 24 26
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IMGVR_UViG_2541047787_000006|2541047787|2541172463|299814-340691: 10,823-27,170 (+)
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TemPhD_cluster_61159:11,690-28,970 (+)
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TemPhD_cluster_33012: 11,226-28,353 (+)
tail fiber protein (CDS_0021) 25 26 28 MTase_I1_00048 Type (CDS_0029)

TemPhD_cluster_50949:11,861-26,736 (+)
GtrA-like O-antigen conversion (CDS_0022)
GtrC-like O-antigen conversion translocase (CDS_0020)
19 LPS (VF0124) (CDS_bOZ 1) Rz-like spanin (CDS_0026) 28

IMGVR _UViG_2876358570_000003|2876358570|2876358605: 11,905-29,199 (+)
GtrA-like O-antigen conversion (CDS_0022)
GtrC-like O-antigen conversion translocase (CDS_0020)
tail protein (CDS_0019) LPS (VF0124) (CDS_bOZl)
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IMGVR_UViG_2874057671_000001|2874057671|2874057671|297404-336989: 11,816-28,770 (+)
20 21 22
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IMGVR_UViG_2871383984_000001|2871383984|2871383984|960673-999224:12,241-27 584 (+)
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O-acetyltransferase (CDS_0020)

IMGVR UViG_2902975652_000001]2902975652]2902975653|11944-49013: 11,804-27, 117( )
anti-repressor Ant (CDS_0019)
17 18 tail protein (CDS_0021) 22 23 24 GtrA-like O-antigen conversion (CDS_0025)
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IMGVR_UViG_2627854230_000003|2627854230|2627926756|2350239-2390554: 11,177-28,701 (+)
GtrA-like O-antigen conversion (CDS_0023)
GtrC-like O-antigen conversion translocase (CD?Z)OZl)
tail protein (CDS_0020) LPS (VF0124) (CDS_bOZZ) 29

IMGVR_UViG_2558309087_000003|2558309087|2558315338|2014866-2055574: 11,429-29,354 (+)
GtrA-like O-antigen conversion (CDS_0022)
GtrC-like O-antigen conversion translocase (CDS_0020)
‘ endolysin (CDS_0025)

tail protein (CDS_0019) LPS (VF0124) (CDS_0021) T 2728
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IMGVR_UViG_2921816052_000001(2921816052|2921816159: 12,440-27,715 (+)
tail protein (CDS_0022) 23 24
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IMGVR_UViG_2937409586_000008|2937409586|2937409608|710090-750703: 12,062- 30049( )
22 O-antigen acetylase (CDS_0023)
1 —— I L. | & | ]
IMGVR_UViG_2924367319_000002(2924367319|2924367319|485998-526056: 12,062-29 493( )
18 19 20
L S A |
IMGVR_UViG_2905793522_000003|2905793522|2905793543|65712-104921: 11,147-27,702 (+)
tail protein (CDS_0019) O-antigen acetylase (CDS_0020) 25
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IMGVR_UViG_3300013353_000006|3300013353|Ga0122867_100127|11567-52024: 11,599- 28466( )
19 21 25
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IMGVR_UViG_2902971224 000002|2902971224|2902971224(473163-511435: 11,289-26,277 (+)
18 20 21 22 24 25
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TemPhD_cluster_61455:14,827-29,096 (+)
GtrB glycosyltransferase for O-antigen conversion (CDS_0026)
LPS (VF0124) (CDS 0025)
24 \ _GtrA-like O-antigen conversion (CDS_0027)

22 23
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IMGVR_UViG_2531839159 OOOOO4|2531839159\2531870269|1878139 1918368:17,216-29,028 (+)
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