amidase (CDS_0038)
26 28 32 36
24 25[27729 3031] 33 34 3537

40 DNA binding protein (CDS_0041)
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MGV-GENOME-0208151:14,814-29,404 (+)
31 32 33 3435

MGV-GENOME-0225515: 14,814-30,378 (+)
323334

MGV-GENOME-0184462: 14,806-24,597 (+)
32 33 3435 38

|

MGV- GENOME 0199883 14,805-27,946 (+)
RND-peri-MexE-NCBIFAM multidrug efflux RND transporter periplasmic adaptor subunit MexE (NFO45904.1) (CDS_0032)
RND_perm_OgxB-NCBIFAM multidrug efflux RND transporter permease subunit OgxB (NFO00037.1) (CDS_0031)
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uvig_ 99689 14 814 34 126 (+)
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179 14,816-24,667 (+)
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uvig_7221:14,937-23,174 (+)
30 32 33 34
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MGV-GENOME-4412088: 14,806-26,941 (+)

32

MGV-GENOME-0301157: 14,806-25,348 (+)
33
32[34 35

MGV-GENOME-0183512: 14,806-25,202 (+)
32
313334 35

MGV-GENOME-0186353:14,632-25,336 (+)
30 32 3334

uvig 559611:15,158-25,705 (+)
membrane-flanked domain (CDS_0031) Septu__PtuB (CDS_0037)
DNA primase (CDS_0034)

32 Septu_PtuA (CDS_0036)
I 35 | 38 39 40 4142
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MGV- GENOME 0241630 14 814- 35 440 (+)
tail length tape measure protein (CDS_0039)
34 36
32 33[35] 37 38 40
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MGV-GENOME-0215330: 14,809-30,710 (+)
vanR_ACDEGLN-NCBIFAM VanR ABDEGLN family response regulator transcription factor (NFO33117.2) (CDS_0031)
thioredoxin domain (CDS_0033)
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uvig 533592:14,805-33,948 (+)
DNA transposition protein (CDS_0024)
27 28 32 33 3435
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MGV-GENOME-0189027: 14,075-26,081 (+)
32 33 3435

MGV-GENOME-0187453: 13,924-25,830 (+)
32 33 3435

MGV-GENOME-0188157: 13,924-25,945 (+)
32 33 3435

MGV-GENOME-0191251: 14,075-26,446 (+)
ATPase
(23 30 3233
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MGV-GENOME-0181422:13,844-24,019 (+)
3233 34 35
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MGV-GENOME- 0204112 14075 25,831 (+)
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uvig 431627 13,832-23,778 (+)
27 30

uvig_440108: 13,902-23,814 (+)
26 2829
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uvig_299865:13,479-23,347 (+)

31
29 30[32

MGV GENOME- 0203496 13 467 24 841( )
32 33 34 35 3637

| S E— I S
uvig 91469:14,814-32,511 (+)
tail fiber protein (CDS_0045)
tail fiber protein (CDS_0044)
gculé7_geulé7B (CDS_0037)
32 33 34 35 36 38 39 40 41 42T 46 47 48 49 5051
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Wig 549878: 1480653574 (1)
36 47
31 32 33 3435] 37 3839 40 41 4243 444546 | 48 49
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MGV-GENOME-0261445:14,814-35,838 (+)
terminase small subunit (CDS_0047)
38 44

3132 33 34 3 36 37 B9 40 41 42 43745 46 48 49
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IMGVR_UVIG_. 3300023489 OOOOO7|3300023489\Ga0257030 100415:13,895-45,164 (+)
10000 nt
DNA, RNA and nucleotide metabolism head and packaging integration and excision lysis moron, auxiliary metabolic gene and host takeover other tail unknown function
— I L] N

defence (DefenseFinder) AMR (AMRFinderPlus)




