anti-TA (AP1S117) (CDS_0031)
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SRSO47126 al ct10234 vs1:28,182-41,473 (+)
35 36 41

SRSOS4196 al_ct20161 vs1:27,434-41,418 (+)
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IMGVR_UViG_3300028542_000064|3300028542|Ga0307830_1188:29,509-42,607 (+)

exonuclease (CDS_0034)
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SRS011098_al ct5825:25,794-41,476 (+)

34 37 39 41 43 44

IMGVR_UViG_3300007666_000005|3300007666|Ga0105543_1000117: 28,753-41,058 (+)
37 39 40 41 46

SRS145509_al_ct23428:29,331-42,522 (+)
37 38 41
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MGV GENOME-0307057:28,562-41,093 (+)
38 DNA helicase (CDS_0039)
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|MG\/R UViG_3300006249_000007|3300006249|Ga0099390_1000198: 28,229-41,460 (+)
36 37
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SR5148777 al ct14052 vs1:29,125-42,415 (+)
6000 nt {
DNA, RNA and nucleotide metabolism unknown function anti-defence (dbAPIS)




