
OTU_3524: 23,644-30,044 (+)

24 25
Mu Gam-like end protection (CDS_0026)

27 28

HNH endonuclease (CDS_0029)
DnaD-like helicase loader (CDS_0030)

31 32

anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0033)
nucleotide kinase (CDS_0034)

35 36 37 38
Holliday junction resolvase

OTU_3620: 23,487-29,793 (+)

replisome organizer (CDS_0030)
replication initiation protein (CDS_0031)

SAMN11031429_a1_ct2345: 23,163-30,254 (+)

HNH endonuclease (CDS_0029)
replisome organizer (CDS_0030) 32 Holliday junction resolvase (CDS_0038)

IMGVR_UViG_3300045988_087841|3300045988|Ga0495776_146954: 22,516-28,971 (+)

28 DnaD-like helicase loader (CDS_0029) 31 35

SRS019219_a1_ct138881_vs1: 14,808-20,960 (+)

22 replisome organizer DnaA-like (CDS_0023)

OTU_3774: 23,142-29,183 (+)

HNH endonuclease (CDS_0028) replisome organizer (CDS_0029)

SAMN11031373_a1_ct7109: 23,689-30,279 (+)

replisome organizer (CDS_0030) 32 33

OTU_3735: 23,115-29,484 (+)

23
HNH endonuclease (CDS_0028)

replisome organizer (CDS_0029)

IMGVR_UViG_3300011982_000060|3300011982|Ga0119773_1000060: 23,929-30,146 (+)

29 DnaD-like helicase loader (CDS_0030) 33 34

IMGVR_UViG_3300045988_132076|3300045988|Ga0495776_001244: 24,496-30,803 (+)

replisome organizer (CDS_0029) 33 40

uvig_112043: 19,959-27,021 (+)

23 26 31

SAMN11031321_a1_ct7649: 23,646-31,499 (+)

30 31 RusA-like Holliday junction resolvase (CDS_0037) MTase_II_00058 Type (CDS_0038)

MGV-GENOME-0266838: 22,950-30,000 (+)

28 DnaD-like helicase loader (CDS_0029) 31 32 33 38

uvig_285701: 24,353-32,449 (+)

HNH endonuclease (CDS_0029) 32 33 RM_Type_II__Type_II_MTases_FAM_2 (CDS_0034) 38
Holliday junction resolvase (CDS_0040)

41

MGV-GENOME-0222568: 23,518-30,538 (+)

30 31 32 35

3000 nt

DNA, RNA and nucleotide metabolism other unknown function defence (DefenseFinder) defence (PADLOC) anti-defence (dbAPIS)


