anti-CRISPR-Cas evasion by DNA repair (AP1S131) (CDS_0060)
HNH endonuclease (CD§_0058) Holliday junction resolvase (CDS_0072)
57 59 | 61 62 63 64 65 66 67 68 69 70 71 73 74

|
#

— —
IMGVR_UViG_3300045988_016360|3300045988|Ga0495776_019703:33,299-40,954 (+)

Lar anti-RM (AP1S033) (CDS_0057)
HNH endonuclease (CDS_0048) 51 53 54 55 56 | 58 59 60 61

I - I
MGV-GENOME-0253964:27,682-34,970 (+)
Mom-like DNA modification protein (CDS_0064)
Lar anti-RM (APIS033) (CDS_0069)
55 56 57 62 63 65 66 67 68 ] 70 71 73

[ I E— RS
MGV-GENOME-0283978:31,440-40,414 (+)

Mom-like DNA modification protein (CDS_0064)
Lar anti-RM (APIS033) (CDS_0069)
65 66 67 68 | 70 71

IMGVR_UViG_3300045988 007973|3300045988\Ga0495776 019730: 32,655-40,996 (+)
Lar-like restriction alleviation protein (CDS_0013)
nucleoside 2-deoxyribosyltransferase (CDS_ 0015)
phosphoadenosine phosphosulfate reductase (CDS_0018) 17 16 14 dUTPase

e e —— —
uvwg 495226:2,929-10,564 (-)

62 63 64 65 Lar-like restriction alleviation protein (CDS_0066)

IMGVR_UViG_3300045988, 025158|3300045988\GaO495776 019610:32,858-40,493 (+)
Mom-like DNA modification protein (CDS_0063)
61 62 64 65

I
uvig_281625:32,416-39,335 (+)

Mom-like DNA modification protein (CDS_0057) HNH endonuclease (CDS_0061)
55 56 58 59 60 62 63

e —
IMGVR_UViG_3300045988_006953|3300045988|Ga0495776_110699:28,056-36,926 (+)

HNH endonuclease (CDS_0070)
MTase_|I_00074 Type (CDS_0066)
65 67 68 69 71 72

I N
MGV-GENOME-0288480: 34,067-41,490 (+)
HNH endonuclease (CDS_0070)
MTase_II_00074 Type (CDS_0066)
65 67 68 69 71 72

I I | S N S
IMGVR_UViG_3300045988_006763|3300045988|Ga0495776_099568: 34,067-41,490 (+)
HNH endonuclease (CDS_0067)
64 65 66 Lar-like restriction alleviation protein (CDS_0068)

\MGVR?UV|673300045988,006798|33OOO45988\Ga04957767055875 33,328-40, 569( )

HNH endonuclease (CDS_0069)
65 66 67 68 70 71

SAMN11893768 _al ct2829:34,326-40,843 (+)

-D:}D-:XD_—-ID-—-

IMGVR_UVIG._3300045986.01455 /| 3300045988|Ga04957 76019577 33.882.40754 (+)
Lar anti-RM (APIS033) (CDS_0064)
HNH endonuclease (CDS_0061]
59 60 62 63 | 65

MGV GENOME- 0269378 30,305-38,119 (+)
HNH endonuclease (CDS_0067)
64 65 66 68 69 71 72

w

T
MGV GENOME- 0282371 32,424-40, 362( )

capH (CDS_0076)

66 67 68 69 70 71 MTase_l1_00094 Type (CDS_0077)
— T — — ——
MGV-GENOME-0286136: 32,663-43,003 (+)
k 4000 nt i

DNA, RNA and nucleotide metabolism moron, auxiliary metabolic gene and host takeover other unknown function defence (PADLOC) anti-defence (dbAPIS)
I




