
uvig_56723: 23,144-29,044 (+)

38
tRNA-Undet(NNN)

39 40 41 42 43
transcriptional regulator (CDS_0044)

45 46 47 48 49 50

MGV-GENOME-0283978: 23,154-29,715 (+)

36 41 42
transcriptional regulator (CDS_0043)

44 45 50

MGV-GENOME-0218927: 7,129-13,029 (-)

24
transcriptional regulator (CDS_0025)

2627

IMGVR_UViG_3300045988_006953|3300045988|Ga0495776_110699: 20,350-26,866 (+)

36 37 38 39 40

uvig_25252: 22,376-28,273 (+)

42 43 44

uvig_305806: 22,149-29,526 (+)

37 42 43 44
transcriptional regulator (CDS_0045)

46

MGV-GENOME-0272609: 21,992-27,923 (+)

37 42 43 44

IMGVR_UViG_3300045988_005960|3300045988|Ga0495776_111356: 21,735-28,345 (+)

40 41 42
transcriptional regulator (CDS_0043)

44

MGV-GENOME-0282371: 24,552-31,234 (+)

42 43 44 45
transcriptional regulator (CDS_0046)

47

MGV-GENOME-0272650: 22,777-29,454 (+)

41 42 capH (CDS_0043) 44 45

IMGVR_UViG_3300045988_006050|3300045988|Ga0495776_006888: 22,057-28,352 (+)

40 41 capH (CDS_0042)

IMGVR_UViG_3300045988_035992|3300045988|Ga0495776_006859: 21,689-27,965 (+)

41 capH (CDS_0042) 47

uvig_495226: 11,481-19,517 (-)

33
retron_type_VI_hth_cluster2_1 (CDS_0034)
3536373839

IMGVR_UViG_3300045988_025158|3300045988|Ga0495776_019610: 23,905-31,941 (+)

40 41 42 43 44
retron_type_VI_hth_cluster2_1 (CDS_0045)

46

IMGVR_UViG_3300045988_005829|3300045988|Ga0495776_019364: 23,812-31,870 (+)

40 41 42 43 44
retron_type_VI_hth_cluster2_1 (CDS_0045)

46

IMGVR_UViG_3300045988_016360|3300045988|Ga0495776_019703: 23,751-32,109 (+)

41 42 43 44 45
retron_type_VI_hth_cluster2_1 (CDS_0046)

47 48 49

SAMN11893768_a1_ct2829: 23,704-32,307 (+)

40 41 42 43 44 45
retron_type_VI_hth_cluster2_1 (CDS_0046)

47 48 49

MGV-GENOME-0286136: 23,789-31,746 (+)

41 42 43 44 45 46 47

IMGVR_UViG_3300045988_006619|3300045988|Ga0495776_025180: 24,225-32,323 (+)

41 42 43 44 45 51 52 53

MGV-GENOME-0270809: 24,225-31,606 (+)

41 42 43

IMGVR_UViG_3300045988_012299|3300045988|Ga0495776_135249: 23,756-32,025 (+)

36 40 42 43 44 45 46 47 48 49

IMGVR_UViG_3300045988_005243|3300045988|Ga0495776_067576: 22,786-31,960 (+)

35 36 42 43 44 45 46 47 48 49

3000 nt

DNA, RNA and nucleotide metabolism integration and excision transcription regulation unknown function defence (PADLOC) tRNA pseudogene


