
MGV-GENOME-0123177: 9,493-16,101 (+)

18 19
phosphoheptose isomerase (CDS_0020)

21 22 23 24 DS-15__DS-15A (CDS_0025)
ParB-like partition protein (CDS_0026)

27

Holliday junction resolvase (CDS_0028)

29

MGV-GENOME-0128628: 10,231-16,554 (+)

23

Minot_Diet_SRR5088940_NODE_105_length_33848_cov_22.050070: 25,570-32,513 (+)

37 42 43

IMGVR_UViG_3300007524_000034|3300007524|Ga0105481_1000590: 24,532-31,131 (+)

35 40 42 46

uvig_32933: 22,032-27,505 (+)

33
phosphoheptose isomerase (CDS_0034)

MGV-GENOME-0193884: 18,312-23,867 (+)

phosphoheptose isomerase (CDS_0029)

MGV-GENOME-0214403: 22,032-28,629 (+)

33
phosphoheptose isomerase (CDS_0034)

DS-15__DS-15A (CDS_0039)

IMGVR_UViG_3300045988_091146|3300045988|Ga0495776_060118: 26,192-31,981 (+)

43

MGV-GENOME-0181457: 16,365-22,154 (+)

27 30

IMGVR_UViG_3300029744_000371|3300029744|Ga0245161_100024|2-40466: 32,074-37,728 (+)

44

MGV-GENOME-0228789: 23,493-29,330 (+)

38

IMGVR_UViG_3300045988_104495|3300045988|Ga0495776_059829: 26,371-32,159 (+)

39 41

uvig_429919: 27,474-33,263 (+)

phosphoheptose isomerase (CDS_0042)
43

uvig_391856: 25,294-31,081 (+)

phosphoheptose isomerase (CDS_0042)

MGV-GENOME-0172654: 14,758-20,544 (+)

phosphoheptose isomerase (CDS_0026)
27

MGV-GENOME-0198979: 17,994-24,763 (+)

endolysin (CDS_0022) 27

MGV-GENOME-0176071: 14,406-21,043 (+)

tail protein (CDS_0017) 22

uvig_512689: 25,585-30,902 (+)

36 37

IMGVR_UViG_3300045988_078810|3300045988|Ga0495776_185359: 25,850-32,403 (+)

43 44

MGV-GENOME-0183501: 16,916-23,472 (+)

27

MGV-GENOME-0235339: 26,103-32,397 (+)

42

MGV-GENOME-0157598: 13,205-19,506 (+)

25 26

MGV-GENOME-0238685: 22,927-29,708 (+)

37 Holliday junction resolvase (CDS_0043) 44

IMGVR_UViG_3300045988_078814|3300045988|Ga0495776_059851: 26,369-33,404 (+)

43 46 47

MGV-GENOME-0131844: 10,064-16,889 (+)

17 19 20

IMGVR_UViG_3300045988_094525|3300045988|Ga0495776_145465: 25,439-32,017 (+)

41 42

uvig_265707: 25,541-32,016 (+)

41 43 46

MGV-GENOME-0205035: 20,401-26,882 (+)

38

MGV-GENOME-0247409: 27,879-34,889 (+)

46 47 48 49

IMGVR_UViG_3300045988_082434|3300045988|Ga0495776_104802|1-33705: 25,255-32,202 (+)

38 39 40

IMGVR_UViG_3300045988_095116|3300045988|Ga0495776_189410: 24,455-31,445 (+)

41 42 43 44

uvig_526845: 25,659-32,572 (+)

39 40 43 46

uvig_383843: 29,549-36,501 (+)

50 51
ParB-like partition protein (CDS_0054)

55 57 58 59

MGV-GENOME-0188252: 17,585-22,530 (+)

27 32 33

MGV-GENOME-0199709: 17,365-23,238 (+)

26 27

MGV-GENOME-0184873: 163-3,020 (-)

5

MGV-GENOME-0241747: 19,603-27,109 (+)

24 25 26 27 28 32

IMGVR_UViG_3300045988_069152|3300045988|Ga0495776_002355: 25,516-30,133 (+)

36 37

MGV-GENOME-0162909: 11,951-18,713 (+)

21

MGV-GENOME-0252035: 24,471-31,488 (+)

35 38

IMGVR_UViG_3300045988_086321|3300045988|Ga0495776_038902: 24,380-31,011 (+)

36 38

IMGVR_UViG_3300045988_065699|3300045988|Ga0495776_159557: 24,956-31,249 (+)

phosphoheptose isomerase (CDS_0035)

MGV-GENOME-0146005: 12,169-18,849 (+)

23 24

IMGVR_UViG_3300045988_053942|3300045988|Ga0495776_104838: 25,476-31,227 (+)

37
phosphoheptose isomerase (CDS_0039)

40 42

3000 nt

DNA, RNA and nucleotide metabolism lysis moron, auxiliary metabolic gene and host takeover tail unknown function defence (DefenseFinder)


