
OTU_3498: 29,232-33,606 (+)

replication initiation protein

DS-15__DS-15A (CDS_0047)
48

Holliday junction resolvase (CDS_0049)

50
HNH endonuclease (CDS_0051)

52 53 54

MGV-GENOME-0235430: 29,940-34,399 (+)

52 53

Minot_Diet_SRR5088940_NODE_105_length_33848_cov_22.050070: 29,263-33,847 (+)

47 51
HNH endonuclease (CDS_0052)

53

MGV-GENOME-0230366: 28,758-33,384 (+)

50 51

MGV-GENOME-0232728: 27,173-33,856 (+); 1-1,665 (+)

terminase large subunit (CDS_0001)38 39 40 41 44 49

MGV-GENOME-0180970: 18,126-24,808 (+)

32

IMGVR_UViG_3300045988_046451|3300045988|Ga0495776_001486: 26,526-33,207 (+); 1-1,665 (+)

46

MGV-GENOME-0214403: 23,939-30,549 (+)

DS-15__DS-15A (CDS_0039) 41

MGV-GENOME-0233537: 25,355-31,942 (+)

45 49

IMGVR_UViG_3300045988_091146|3300045988|Ga0495776_060118: 28,326-35,009 (+)

49

MGV-GENOME-0193884: 20,218-26,899 (+)

36

MGV-GENOME-0232600: 27,134-33,827 (+); 1-1,665 (+)

43 47

MGV-GENOME-0176071: 17,388-24,074 (+)

29

MGV-GENOME-0230334: 26,984-33,378 (+)

45 46

IMGVR_UViG_3300045988_078744|3300045988|Ga0495776_001488: 26,143-33,210 (+); 1-1,665 (+)

40 41 47

IMGVR_UViG_3300007524_000034|3300007524|Ga0105481_1000590: 26,053-33,119 (+)

46

uvig_265130: 28,111-32,496 (+)

50

MGV-GENOME-0201429: 23,838-28,225 (+)

41 42

MGV-GENOME-0275444: 24,583-28,965 (+)

39 40

IMGVR_UViG_3300029333_000299|3300029333|Ga0243760_100653|7533-39140: 26,330-31,607 (+)

48 49

MGV-GENOME-0238685: 25,849-31,129 (+)

Holliday junction resolvase (CDS_0043) 44 47 48

uvig_526845: 27,236-34,323 (+); 1-1,665 (+)

43 45 46 50

MGV-GENOME-0231187: 27,205-33,551 (+)

48 49 50

MGV-GENOME-0228789: 26,011-32,052 (+)

46 47

uvig_440348: 28,767-34,827 (+); 1-3,821 (+)

portal protein (CDS_0002)
head maturation protease (CDS_0003)

53 54

IMGVR_UViG_3300029372_000017|3300029372|Ga0243963_100767: 28,522-34,581 (+)

51 52

uvig_383843: 31,300-37,635 (+)

ParB-like partition protein (CDS_0054)
55 57 58

uvig_265707: 26,002-32,788 (+)

38 39 41 46

3000 nt

DNA, RNA and nucleotide metabolism head and packaging moron, auxiliary metabolic gene and host takeover unknown function defence (DefenseFinder)


