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head maturation protease (CDS_0003)
53 54 portal protein (CDS_0002)

%

uvig_440348:28,767-34,827 (+); 1-3,821 (+)
51 52

e e —
\MGVR UVlG 3300029372_000017|3300029372|Ga0243963_100767: 28,522-34,581 (+)

ParB-like partition protein (CDS_0054)
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DNA, RNA and nucleotide metabolism head and packaging moron, auxiliary metabolic gene and host takeover unknown function defence (DefenseFinder)




