
MGV-GENOME-0241707: 11,015-19,336 (+)

18

transcriptional regulator (CDS_0019)

20 21
replication initiation protein (CDS_0022)

DnaB-like replicative helicase (CDS_0023)

24 25
DS-15__DS-15A (CDS_0026)

27 28 29 30 31

IMGVR_UViG_3300045988_114718|3300045988|Ga0495776_182727: 9,634-18,007 (+)

17 23

MGV-GENOME-4402652: 17,735-25,368 (+)

transcriptional regulator 31 34 36 37 38 39

uvig_299105: 9,556-20,790 (+)

DnaB-like replicative helicase (CDS_0016)
18 19 22 23 24 ParB-like partition nuclease (CDS_0027)

MTase_II_00015 Type (CDS_0028)
29

phosphofructokinase (CDS_0030)

31

MGV-GENOME-0217972: 8,844-19,017 (+)

22

IMGVR_UViG_3300045988_091500|3300045988|Ga0495776_189192: 10,169-21,453 (+)

20 21 24 25 26 HNH endonuclease (CDS_0029)

uvig_44204_: 14,705-23,951 (+)

30

uvig_280893: 7,510-16,569 (+)

21

SAMEA2737759_a1_ct130587_vs1: 6,887-18,131 (+)

19 20 MTase_II_00015 Type (CDS_0023)

MGV-GENOME-0243370: 10,354-21,533 (+)

21 25 26 27

IMGVR_UViG_3300045988_058513|3300045988|Ga0495776_157799: 12,232-24,367 (+)

30 31 32 33 34

MGV-GENOME-0233281: 11,446-21,811 (+)

25 26

MGV-GENOME-0267438: 15,103-26,363 (+)

replication initiation protein (CDS_0026) 32 33

uvig_440259: 16,825-28,020 (+)

35 36 virion structural protein (CDS_0040) 41

uvig_64224: 11,109-22,010 (+)

25

IMGVR_UViG_2833283868_000004|2833283868|2833283890|31318-70135: 14,512-24,458 (+)

31 32

ivig_3421: 21,422-28,757 (+)

39 HNH endonuclease (CDS_0043)

MGV-GENOME-0183892: 17,585-24,922 (+)

33

MGV-GENOME-0184087: 17,560-24,951 (+)

33

uvig_400541: 29,239-36,732 (+)

51

SAMN05827051_a1_ct45553_vs1: 24,504-32,205 (+)

42 43 44

MGV-GENOME-0202248: 20,119-28,026 (+)

37 38 39 40

uvig_80196: 21,177-29,261 (+)

36 37 38 39

uvig_144842: 21,521-28,819 (+)

35 39

uvig_163510: 21,144-28,780 (+)

35 36

MGV-GENOME-0227418: 23,914-31,360 (+)

41 42

Han_2018_ERR1398085_NODE_907_length_25287_cov_6.681238: 17,010-24,865 (+)

31 32

MGV-GENOME-0207807: 18,994-27,549 (+)

35 36 37
Lar-like restriction alleviation protein (CDS_0038)

39

SAMN05826511_a1_ct34913_vs1: 25,997-34,792 (+)

43 44 45 46

MGV-GENOME-0188866: 17,264-25,641 (+)

33 34

uvig_155462: 20,711-28,919 (+)

38 39

IMGVR_UViG_3300045988_072975|3300045988|Ga0495776_103660: 11,666-21,157 (+)

27

4000 nt

DNA, RNA and nucleotide metabolism head and packaging moron, auxiliary metabolic gene and host takeover other transcription regulation unknown function defence (DefenseFinder)

defence (PADLOC)


