tail length tape measure protein (CDS_0016)
15 tail protein (CDS_0017)
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MGV-GENOME-0338498:7,920-28,491 (+)

tail protein (CDS_0022) 28
tail length tape measure protein (CDS_0021) | 23 24 25 26 27 [2930

uvig 288630: 9,322-28,844 (+)
tail protein (CDS_0020)
tail length tape measure protein (CDS 0019) | 21 22 232425

MGV-GENOME-0331605:8,469-26,057 (+)
anti-CRISPR-Cas (AcrllA7) (CDS_0011) tail protein (CDS_0017) 24
tail length tape measure protein (CDS_0016) 18 19 20 21 22 23T 25 2627
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uvig_190300: 6,993-27,328 (+)
tail protein (CDS_0017)
tail length tape measure protein(CDS_OOlé)T 18 19 20 21 22 2324

MGV-GENOME-0302251: 6,993-25,412 (+)
tail protein (CDS_0017)
tail length tape measure protein (CDS_0016) T 18 19 20 21 22 2324

MGV-GENOME-4423322: 6,993-25,398 (+)
tail protein (CDS_0017)
tail length tape measure protein (CDS_0016) T 18 19 20 21 22 2324
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tail protein (CDS_0018)
tail length tape measure protein(CDS_OOi?)T 19 20 21 22 23 242526 27 32 3334
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MGV-GENOME-0314951:7,892-29,712 (+)

tail protein (CDS_0018)
tailIengthtapemeasureprotein(CDS_OOl?)T 19 20 21 22 23 24 252627
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ivig_1204:7,892-29,357 (+)
tail length tape measure protein (CDS_0016)
1718

|

MGV-GENOME-0318427:6,986-17,290 (+)
tail protein (CDS_0017)
20
tail length tape measure protein (CDS_0016) 18 19 T
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ivig_1046:6,993-20,410 (+)

tail protein (CDS_0017)
tail length tape measure protein (CDS_0016) T 18

——
uvig 463823:6,993-20,436 (+)

tail protein (CDS_0018) 26
tail length tape measure protein (CDS 0017) | 19 20 21 22 23 24 25]
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MGV-GENOME-0315276:7,892-29,208 (+)
tail length tape measure protein (CDS_0016)
1718

| e P
MGV-GENOME-0312234:6,993-21,445 (+)
tail protein (CDS_0018)

12 tail length tape measure protein (CDS_0017) | 19 2021 24 25 28
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SAMNO6164600_al_ct27977_vs1:8,822-23,237 (+)

tail length tape measure protein (CDS_0016)
17 18
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MGV-GENOME-0322954:8,219-17,396 (+)
tail length tape measure protein (CDS_0016)
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MGV-GENOME-4419114:8,219-17,391 (+)

tail length tape measure protein (CDS_0016)

MGV-GENOME-0275325:8,219-16,397 (+)
19
17 181
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tail length tape measure protein (CDS_0016)
17
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MGV-GENOME-4418210:8,219-16,549 (+)
tail length tape measure protein (CDS_0022) 25

MGV-GENOME-0282641:10,519-19,780 (+)
tail protein (CDS_0023)
tail length tape measure protein (CDS_0022) T 24
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uvig_378037:10,519-21,802 (+)

tail protein (CDS_0017)

tail length tape measure protein (CDS_0016) T 18 19
[ I I -
uvig 460259:8,219-20,756 (+)
tail protein (CDS_0017) 20 23
tail length tape measure protein (CDS_0016) | 18 19] 21227 24
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MGV-GENOME-0321824:8,219-27,337 (+)

tail protein (CDS_0017) 20
tail length tape measure protein (CDS_0016) | 18 19] 2122

MGV-GENOME-0306740: 8,219-26,072 (+)
tail protein (CDS_0017) 20 endolysin (CDS_0025)
tail length tape measure protein (CDS_0016) | 18 19[ 2122 23 24 [ 2627 28 29
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Zhao_Case_2_NODE_2_length_56082_cov_135.231281:8,219-31,177 (+)
PDC-M29A_WP_089480010.1 (CDS_0017)
transcriptional regulator (CDS_0021)
‘ anmpressor (CDS_0023) tail protein (CDS_0027)
capH (CDS_0018) virion structural protein (CDS_0026)
16 | 1920 22 24 25 \ 28 29 30 31 32 3334
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MGV-GENOME-0316480: 6,993-31,330 (+)
PDC-M29A_WP_089480010.1 (CDS_0017)
transcriptional regulator (CDS_0021)
‘ anti-repressor (CDS_0023)

tail protein (CDS_0027)
22 24 25 26 28 29 30 31 32 3334
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MGV- GENOME 0320977:6,993- 3O 972 +)
PDC-M29A_WP_089480010.1 (CDS_0017)
transcriptional regulator (CDS_0021)
| anti-repressor (CDS_0023)
capH (CDS_0018) tail protein (CDS_0027)
| 1920 22 24 25 26 28 29 30 31 32 3334
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MGV-GENOME-4425879:6,993-31,097 (+)

PDC-M29A_WP_089480010.1 (CDS_0017)
transcriptional regulator (CDS_0021)
‘ anti-repressor (CDS_0023)

tail protein (CDS_0028)
22 24 25 26 27 29 30 31 32 33 3435

16 | 1920

|

I

5
%
%.
|

MGV-GENOME-0316733:6,993-31,451 (+)
PDC-M29A_WP_089480010.1 (CDS_0017)
transcriptional regulator (CDS_0021)
| anti-repressor (CDS_0023)
capH (CDS_0018) tail protein (CDS_0027)
16 | 1920 22 24 25 26 28 29 30 31 32 33343536
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IMGVR_UVIG_ 3300029017 OOO108|3300029017\Ga0169582 100070[38072-92176:6,993-32,896 (+)

PDC-M29A_WP_089480010.1 (CDS_0017)
transcriptional regulator (CDS_0021)
‘ anti-repressor (CDS_0022)

tail protein (CDS_0026)
23 24 25 27 28 29 30 31 3233 34 35

16 | 1920
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IMGVR_UViG_3300014548 _000140|3300014548|Ga0134459_100186[4736-59719:6,993-33,775 (+)
PDC-M29A_WP_089480010.1 (CDS_0017)
transcriptional regulator (CDS_0021)
‘ anmpressor (CDS_0022)
capH (CDS_0018) tail protein (CDS_0026) 33
16 | 1920 23 24 25 27 28 29 30 31 32[3435
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IMGVR _UViG_3300014951 000138|3300014951|Ga016982% 100230|19649-73710: 6,993-32,853 (+)
PDC-M29A_WP_089480010.1 (CDS_0017)
transcriptional regulator (CDS_0021)
‘ anti-repressor (CDS_0023)

tail protein (CDS_0027)
22 24 25 26 28 29 30 31 3233
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MGV-GENOME-0338714:6,993-31,317 (+)
PDC-M29A_WP_089480010.1 (CDS_0017)
transcriptional regulator (CDS_0021)

‘ anti-repressor (CDS_0022) tail protein (CDS_0026)
capH (CDS_0018) virion structural protein (CDS_0025) tRNA-Ala(CGC)
16 T1920 23 24 [ 27 28 29 30 31 3233 37] 38
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MGV-GENOME-0309453:6,993-29,918 (+)

Copper exporter (VF0849) (CDS_0024)
Mycobactin (VF0299) (CDS_0028)
tail protein (CDS_0017) acetyltransferase (CDS_0027)
tail length tape measure protein (CDS_0016) 18 19 20 21 22 23 25 26 \ 29 30 3132 34 35

|
-
#.

uvig 15175:7,289-36,511 (+)
tail protein (CDS_0017) 23
tail length tape measure protein (CDS_0016) | 18 19 20 21 22 [24 2526
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MGV-GENOME-4406588:6,993-12,627 (+)
tail protein (CDS_0023)
tail length tape measure protein (CDS_0022) T 24 25 26 27 28 29303132 33

IMGVR_UViG_3300029077_000001|3300029077|Ga0169232_10079:10,519-34,389 (+)

10000 nt i
head and packaging lysis other tail transcriptionregulation unknown function defence (PADLOC) virulence (VFDB) anti-defence (dbAPIS) tRNA
I — I L] I




