
uvig_336512: 30,220-39,746 (+)

40 41 42
single strand DNA binding protein (CDS_0043)

44 45 46 47
tRNA-Undet(NNN)

48 49
HNH endonuclease (CDS_0050)

DNA helicase (CDS_0051)
DnaD-like helicase loader (CDS_0052)

53 54

uvig_330148: 29,246-37,983 (+)

41 42 43 NinG/ Rap DNA junction specific endonuclease (CDS_0044)

MGV-GENOME-0303053: 28,758-37,735 (+)

HEase_00016 homing (CDS_0039) 42 43 44

MGV-GENOME-0256746: 19,088-28,081 (+)

33 34 35

uvig_288630: 30,600-41,053 (+)

39 42 44 45 HNH endonuclease (CDS_0047) 52

ivig_1204: 31,390-40,084 (+)

HEase_00016 homing (CDS_0043) 45 46 47

MGV-GENOME-0315276: 30,964-39,935 (+)

40 45 46

MGV-GENOME-0331605: 28,163-37,530 (+)

41 42 43

MGV-GENOME-0289779: 20,119-30,161 (+)

28 33 34 35

ivig_1046: 22,443-31,989 (+)

37 38 39 41

MGV-GENOME-0300209: 28,171-36,859 (+)

HEase_00016 homing (CDS_0037) 40 41 restriction endonuclease (CDS_0043)

MGV-GENOME-0277939: 21,639-30,485 (+)

33 35

SAMN05826925_a1_ct1066: 41,503-50,589 (+)

54 55 HEase_00016 homing (CDS_0060)

MGV-GENOME-0300676: 23,347-32,482 (+)

HEase_00016 homing (CDS_0038)

MGV-GENOME-0226209: 15,189-26,308 (+)

32
DnaD-like helicase loader (CDS_0033)

37 38 39 40

4000 nt

DNA, RNA and nucleotide metabolism unknown function defence (PADLOC) tRNA pseudogene


