NinG/ Rap DNA junction specific endonuclease MTase_|I_00074 Type (CDS_0054) PDC-M69A WP_216276383.1 (CDS_0064)

DnaD-like helicase loader (CDS_0049) RM_Type_ll_Type_ll_MTases_FAM_2 (CDS_0053) 57 DS-33__DS-33 (CDS_0063)
DNA helicase (CDS_0048) 50 51 52 \ | 55 56] 58 59 60 61 62 | 65 66 67 68
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MGV-GENOME-0315276:36,980-47,856 (+)

MTase_|I_00074 Type (CDS_0046)

SspD_00001 SspD (CDS_0047) 52
RM_Type_Il_Type_Il_MTases FAM 2 (CDS_0045) | 48 49 50 51 53 54 55
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MGV-GENOME-0312234:29,217-41,298 (+)
MTase_I1_00074 Type (CDS_0051)
RM_Type_lI_Type_ll_MTases_FAM_0 (CDS_0050) oMTase_00015 orphan (CDS_0052) 58
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MGV-GENOME-0331605: 34,578-43,559 (+)

MTase_|I_00074 Type (CDS_0047)
RM_Type_lI_Type_ll_MTases_FAM_2 (CDS_0046) 48 49 52 53 54 55
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MGV-GENOME-0280291:30,037-37,836 (+)

oMTase_00015 orphan (CDS_0059)
MTase,I 1.00074 Type (CDS_0058) 65
MTase_Il_00074 Type (CDS_0054) 55 57 \ 62 63 641

:E)[D—X_XD

MGV-GENOME-0338498: 38,259-48 OOO( )

MTase 11.00074 Type (CDS_0049)
MTase_|I_00074 Type (CDS_0045) 46 48 50 51
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MGV-GENOME-0322954:27,164-35 303( )
MTase_II_00074 Type (CDS_0052) oMTase_00015 orphan (CDS_0054)
SspD_00001 SspD (CDS_0053) 55 56 57 60 61 62
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MGV-GENOME-0300917: 31,624-41,302 (+)

MTase_II_00074 Type (CDS_0046) oMTase_00015 orphan (CDS_0048)
SspD_00001 SspD (CDS_0047) 49 50 51
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MGV-GENOME-0318427:26,795-34,512 (+)

MTase_II_00074 Type (CDS_0048)
RM _Type_Il_Type_ll_MTases_FAM_O (CDS_0047) 49 50
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ivig_1046:29,037-36,464 (+)

MTase_|I_00074 Type (CDS_0044)
RM _Type_Il__Type_Ill_MTases_FAM_2 (CDS_0043) 45
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MGV-GENOME-0289779:27,206-35,767 (+)

MTase_|I_00074 Type (CDS_0048) toxin (CDS_0057)
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SAMNO06164600_al_ct27977 vs1:31,748-40,709 (+)

MTase_|I_00074 Type (CDS_0045)
4142 46 47 48 49 50 54 55 58
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uvig 460259:28,270-38,723 (+)

MTase_|I_00074 Type (CDS_0050)

MGV-GENOME-0296046: 30,497-41,290 (+)

MGV-GENOME-0263154:26,143-35,702 (+)
} 4000 nt {
DNA, RNA and nucleotide metabolism moron, auxiliary metabolic gene and host takeover unknown function defence (DefenseFinder) defence (PADLOC)




