
IMGVR_UViG_3300008099_000025|3300008099|Ga0114261_100151: 30,406-38,041 (+)

45 46 47 48 49
DNA methyltransferase (CDS_0050)

51

RusA-like Holliday junction resolvase (CDS_0052)
anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0053)

54
HNH endonuclease (CDS_0055)

56 57 58
DNA polymerase/primase (CDS_0059)

minor tail protein (CDS_0060)

IMGVR_UViG_3300045988_098016|3300045988|Ga0495776_143773: 27,421-35,234 (+)

48 49

MGV-GENOME-0250217: 29,303-36,769 (+)

51 52

IMGVR_UViG_3300008715_000041|3300008715|Ga0115609_1000347: 30,128-37,960 (+)

DNA methyltransferase (CDS_0048)
51 52 53

SRS011115_a1_ct38351_vs1: 29,283-37,126 (+)

anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0052)
53 55 57

IMGVR_UViG_3300008279_000039|3300008279|Ga0114263_1000158: 28,425-39,772 (+)

DnaB-like replicative helicase (CDS_0048)

MATE_multi_MepA-NCBIFAM multidrug efflux MATE transporter MepA (NF000131.1) (CDS_0049)

50
anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0051)

52

SRS043494_a1_ct18336: 29,615-36,674 (+)

Druantia_II__DruM (CDS_0047)
anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0050)

51 53

SRS149671_a1_ct21519_vs1: 15,484-22,674 (+)

36 38

IMGVR_UViG_3300045988_163860|3300045988|Ga0495776_025904: 32,339-39,444 (+)

53

SRS149078_a1_ct17234_vs1: 24,888-30,151 (+)

anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0035) 40

4000 nt

DNA, RNA and nucleotide metabolism other tail unknown function defence (DefenseFinder) anti-defence (dbAPIS) AMR (AMRFinderPlus)


