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IMGVR_UViG_3300045988_187717|3300045988|Ga0495776_090714|228-56846: 32,554-41,927 (+)
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MGV-GENOME-0355384: 34,932-47,347 (+)
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IMGVR_UViG_3300045988_182848|3300045988|Ga0495776_080751: 34,499-58,072 (+)
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IMGVR_UViG_3300045988_168782|3300045988|Ga0495776_020337: 32,536-45,301 (+)
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PDC-S13_WP_097300085.1 (CDS_0050)

51 52 53

IMGVR_UViG_3300045988_165391|3300045988|Ga0495776_090836: 32,778-44,603 (+)

46 49 transcriptional regulator (CDS_0052)

IMGVR_UViG_3300045988_166158|3300045988|Ga0495776_025662: 32,392-44,337 (+)

46 47 48 52

IMGVR_UViG_3300045988_164464|3300045988|Ga0495776_171508: 32,351-44,191 (+)

45 46
AbiEi_WP_034820941.1 AbiEi (CDS_0047)

48 49 50 51 anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0056)

MGV-GENOME-0331932: 32,923-41,701 (+)
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SAMN09781785_a1_ct31333: 34,399-47,965 (+)
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capH (CDS_0061)

62

replisome organizer (CDS_0067)

68

IMGVR_UViG_3300045988_176983|3300045988|Ga0495776_007362: 35,477-47,226 (+)

55 56 57 58 transcriptional regulator (CDS_0059)

IMGVR_UViG_3300045988_177792|3300045988|Ga0495776_074151: 33,814-43,266 (+)

55 56
capH (CDS_0057)

58

IMGVR_UViG_3300045988_180514|3300045988|Ga0495776_054925: 33,424-44,062 (+)
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PDC-M69A_WP_216276383.1 (CDS_0053)
capH (CDS_0054)

55

IMGVR_UViG_3300029783_000257|3300029783|Ga0243236_1000263|10470-67655: 33,257-40,789 (+)
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