
IMGVR_UViG_3300045988_181121|3300045988|Ga0495776_017945: 53,855-63,666 (+); 1-4,038 (+)
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Holliday junction resolvase

75 76
methyltransferase (CDS_0077)

RM_Type_II__Type_II_MTases_FAM_1 (CDS_0078)
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phosphoadenosine phosphosulfate reductase (CDS_0091)
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MGV-GENOME-0337039: 53,467-63,276 (+)

81 82 83 84 85 86 87 88 89

IMGVR_UViG_3300029783_000257|3300029783|Ga0243236_1000263|10470-67655: 47,964-57,184 (+)

74 75 76 77 78 79

SRR7892477_NODE_2_length_62572_cov_115.978038: 54,619-62,570 (+)

85 86 87 88 PDC-M11B_WP_204471233.1 (CDS_0089)

IMGVR_UViG_3300045988_177792|3300045988|Ga0495776_074151: 50,656-58,652 (+)

82 83 84 85 86

IMGVR_UViG_3300045988_187717|3300045988|Ga0495776_090714|228-56846: 49,232-56,617 (+)

79 80 81 82 83

IMGVR_UViG_3300045988_176983|3300045988|Ga0495776_007362: 54,696-60,301 (+); 1-4,137 (+)

Holliday junction resolvase (CDS_0075)
81 82

MGV-GENOME-0332724: 49,991-60,539 (+)

74 75 76 77

MTase_II_00037 Type (CDS_0078)

79 80
HNH endonuclease (CDS_0081)

82 83 84 85

MGV-GENOME-0332289: 53,506-60,301 (+)

82 83 84 85 86 87 88 89

MGV-GENOME-0331035: 52,814-59,611 (+); 1-4,401 (+)

481 82 83 84 85 86 87 88

IMGVR_UViG_3300045988_182848|3300045988|Ga0495776_080751: 65,773-74,533 (+)

95 97 98 99 100 101
102
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SAMN09781785_a1_ct31333: 53,103-62,185 (+)

RM_Type_II__Type_II_MTases_FAM_17 (CDS_0078)

79
methyltransferase (CDS_0080)
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MGV-GENOME-0329407: 51,419-58,726 (+)
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IMGVR_UViG_3300045988_165391|3300045988|Ga0495776_090836: 51,419-58,726 (+)

73 74 75

IMGVR_UViG_3300045988_166158|3300045988|Ga0495776_025662: 51,800-58,695 (+)

75 76 77 PDC-M11B_WP_204471233.1 (CDS_0078)

IMGVR_UViG_3300045988_170590|3300045988|Ga0495776_011318: 53,652-61,602 (+); 1-4,171 (+)

277 78 80 81 82 83 84

IMGVR_UViG_3300045988_164464|3300045988|Ga0495776_171508: 52,070-60,018 (+)

78 79 80 81 82

IMGVR_UViG_3300045988_168376|3300045988|Ga0495776_157396: 48,881-57,255 (+)

75 76 77 78 79 80 81 82

MGV-GENOME-0331932: 48,881-57,255 (+)

75 76 77 78 79 80 81 82

MGV-GENOME-0333815: 52,894-61,164 (+)

76 77 78 80 81 82 83 PDC-M11B_WP_204471233.1 (CDS_0084)

IMGVR_UViG_3300045988_168782|3300045988|Ga0495776_020337: 52,894-61,164 (+)
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5000 nt

DNA, RNA and nucleotide metabolism moron, auxiliary metabolic gene and host takeover other unknown function defence (DefenseFinder) defence (PADLOC)


