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anti-CRISPR-Cas evasion by DNA repair (API1S131) (CDS_0029)
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N S A N N I I
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MGV-GENOME-0225264: 20,999-28,444 (+)

anti-CRISPR-Cas evasion by DNA repair (API1S131) (CDS_0033) terminase small subunit (CDS_0037)
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28 terminase small subunit (CDS_0029)

MGV-GENOME-0184079:21,258-25,295 (+)
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MGV-GENOME-0196575:20,596-24,449 (+)
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MGV-GENOME-0174785:16,744-20,832 (+)
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