
uvig_138436: 27,623-35,205 (+)

Sak4-like ssDNA annealing protein

DNA helicase (CDS_0041)
Holliday junction resolvase (CDS_0042)

single strand DNA binding protein (CDS_0043)

DNA primase (CDS_0044) 45 46 47 48
nuclease (CDS_0049)

50 51

IMGVR_UViG_3300029794_000496|3300029794|Ga0243854_1000610|21581-55326: 26,151-33,745 (+)

39 40 41 42

MGV-GENOME-0233404: 26,417-33,987 (+)

41 42 43 44 45

IMGVR_UViG_3300029443_000408|3300029443|Ga0243848_1000717|15674-49413: 26,145-33,739 (+)

39 40

MGV-GENOME-0197276: 19,458-27,488 (+)

31 32 34

IMGVR_UViG_3300045988_145980|3300045988|Ga0495776_038889: 26,461-32,756 (+)

38 39 40 41

OTU_3358: 26,438-34,221 (+)

43

MGV-GENOME-4403223: 22,737-30,369 (+)

37

IMGVR_UViG_3300045988_136858|3300045988|Ga0495776_100495: 24,831-34,383 (+)

32
Sak4-like ssDNA annealing protein (CDS_0033)

34 38 41

uvig_86989: 24,696-34,105 (+)

35 36 41 42 43

MGV-GENOME-0192855: 18,083-26,726 (+)

28 29 30

OTU_4468: 20,205-26,218 (+)

SDIC3__SDIC3F (CDS_0031) 36 37

IMGVR_UViG_3300006476_000027|3300006476|Ga0100233_100558: 25,251-34,732 (+)

38 39 40 41 42 43

IMGVR_UViG_3300029120_000034|3300029120|Ga0168814_100522: 26,953-35,998 (+)

43 44 45

MGV-GENOME-0235465: 26,229-34,407 (+)

41 42 43

MGV-GENOME-0233957: 24,347-30,205 (+)

38

uvig_252103: 22,039-28,192 (+)

36

uvig_325652: 23,544-31,435 (+)

39 40 42

MGV-GENOME-0290545: 23,810-31,470 (+)

38

uvig_298064: 24,549-31,219 (+)

40 41

MGV-GENOME-0182568: 17,998-25,064 (+)

30 31 32

IMGVR_UViG_3300045988_145914|3300045988|Ga0495776_060905: 25,903-32,806 (+)

42 43 44

MGV-GENOME-0237008: 22,541-30,235 (+)

38 39

MGV-GENOME-0213239: 22,816-30,335 (+)

39 primase (CDS_0040)

uvig_327598: 27,784-35,281 (+)

45
retron_type_VI_hth_cluster2_1 (CDS_0046)

47 48 49

IMGVR_UViG_3300045988_071674|3300045988|Ga0495776_144746: 26,195-32,698 (+)

43 44

IMGVR_UViG_3300045988_134149|3300045988|Ga0495776_061082: 25,492-32,196 (+)

42 44

IMGVR_UViG_3300029330_000261|3300029330|Ga0242808_100049|102798-144222: 35,582-40,753 (+)

52 53

IMGVR_UViG_3300045988_044638|3300045988|Ga0495776_041616: 30,073-37,810 (+)

45 46 47 48 49

uvig_31814: 28,365-37,184 (+)

43 44
anti-RM (APIS040) (CDS_0045)

46 47 48 49 51 52

MGV-GENOME-0204071: 22,062-28,519 (+)

33 34 35 36

MGV-GENOME-0174283: 17,083-23,808 (+)

27 28

MGV-GENOME-0250202: 27,352-33,825 (+)

41 42

uvig_338260: 27,110-32,901 (+)

41

uvig_238028: 27,274-34,146 (+)

MTase_II_00074 Type (CDS_0042) 43

uvig_334376: 29,180-36,956 (+)

MTase_II_00074 Type (CDS_0044) 45 47 48

MGV-GENOME-0237812: 26,593-34,866 (+)

42 43 44

MGV-GENOME-0211589: 21,761-30,019 (+)

37 38 39

MGV-GENOME-0196236: 20,824-27,302 (+)

36 37 38

uvig_33559: 20,329-28,073 (+)

36 37 38

uvig_118148: 27,750-34,088 (+)

40 42 43

MGV-GENOME-0171239: 15,991-23,372 (+)

34 35 36

MGV-GENOME-0207607: 20,570-28,402 (+)

32 33 34

uvig_584414: 23,770-29,375 (+)

36 37 38 39

MGV-GENOME-0213995: 23,894-30,312 (+)

37 38 39 40

MGV-GENOME-0237949: 28,481-34,889 (+)

43

MGV-GENOME-0187184: 19,924-25,796 (+)

35

MGV-GENOME-0228496: 26,589-33,011 (+)

41 42

MGV-GENOME-0175649: 17,044-24,013 (+)

28 29

3000 nt

DNA, RNA and nucleotide metabolism head and packaging transcription regulation unknown function defence (DefenseFinder) defence (PADLOC) anti-defence (dbAPIS)


