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MGV-GENOME-0213995: 23,894-30,312 (+)
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MGV-GENOME-0237949: 28,481-34,889 (+)

MGV-GENOME-0175649:17,044-24,013 (+)
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DNA, RNA and nucleotide metabolism head and packaging transcription regulation unknown function defence (DefenseFinder) defence (PADLOC) anti-defence (dbAPIS)




