P(1)-type Mn2+ transporting ATPase (VF0848) (CDS_0041)
hemolysin (CDS_0035)

tail proteirﬁDS,OO26) enﬂysin (CDS_0037)
23 tail fiber protein (CDS_0027) 323 40  RosmerTA_RmrA 2623274509 (CDS_0043)
22 T24 25 | 28 29 30 31 [33| 36 | 3839 integrase (CDS_0042)44 45 46 47 48 PD-Lambda-1 WP_005960421.1 (CDS_0049)

— I I
IMGVR_UViG_3300039328_000282|3300039328|Ga0169860_00208|3-54054: 18,147-39,174 (+)

tail fiber protein (CDS_0027)
hemolysin (CDS_0033)
endolysin (CDS_0035)

3032 38
34 | 36 37

28 29 (3]
— I
IMGVR_UViG_3300029586_000003|3300029586|Ga0243865_1000524: 18,286-35,573 (+)
hemolysin (CDS_0036)
tail fiber protein (CDS_0027) endolysin (CDS_0038)

3335 41
37 | 39 40

28
T29 30 3132 [34
I I
IMGVR_UViG_3300029409_000004|3300029409|Ga0243858_100516: 18,304-37,191 (+)
tail fiber protein (CDS_0027)
hemolysin (CDS_0030)
endolysin (CDS_0032)

29
28]

35
31 | 33 34]

— I I
IMGVR_UViG_3300029409_000258|3300029409|Ga0243858_100516[2-48658: 18,304-33,813 (+)
hemolysin (CDS_0038)
tail fiber protein (CDS_0027) endaysin (CDS_0040)
28 32 3537
T29 30 31733 34 [34

43
39 4H2T 44 45 P(1)-type Mn2+ transporting ATPase (VF0848) (CDS_0046)

I I — I
uvig 331171: 18,047-40,648 (+)
hemolysin (CDS_0035)
endolysin (CDS_0037)
integrase (CDS_0029) 32 34
tail fiber protein (CDS_0027)28 30 31 [33

40
36 | 3839 41 45 PDC-525 WP_158408084.1 (CDS_0046)

uvig 460103: 18,298-38,242 (+)
tail fiber protein (CDS_0027)
28 P(1)-type Mn2+ transporting ATPase (VF0848) (CDS_0029)

I I I
IMGVR _UViG_3300029325 _000194|3300029325|Ga0242844 100341|14680-61880: 18,147-32,324 (+)
P(1)-type Mn2+ transporting ATPase (VF0848) (CDS_0029)
tail fiber protein (CDS_0027)
28 |
I I I
IMGVR _UViG_3300029411_000234|3300029411|Ga0243861_100202|14909-61992: 18,286-32,207 (+)

tail fiber protein (CDS_0027)
28 29 P(1)-type Mn2+ transporting ATPase (VF0848) (CDS_0030)

— — —
IMGVR_UViG_3300029350_000278|3300029350|Ga0243859_100404|14840-63302: 18,286-33,586 (+)
ATPase (CDS_0027)

OO K KK

— I
IMGVR_UViG_3300029750_000246|3300029750|Ga0242832_100433|1-46519:18,147-31,631 (+)
31
tail fiber protein (CDS_0027)28 29 376‘732 P(1)-type Mn2+ transporting ATPase (VF0848) (CDS_0033)

OO DA I K KK

N I N I
IMGVR_UViG_3300029355_000310|3300029355|Ga0243784_100454(11820-61610: 18,298-35,322 (+)
endolysin (CDS_0034)

32 37
tail protein (CDS_0028) 29 303133 | 35 36 41 42
— I N
MGV-GENOME-0313844:18,018-36,427 (+)
tail fiber protein (CDS_0027) zinc containing alcohol dehydrogenase superfamily (CDS_0038)
ABC transporter (CDS_0029) Adherence and biofilm formation (VF0723) (CDS_0039)
28 30 31 32 3334 35 36 37 ‘ 40 41 42 43 44 P(1)-type Mn2+ transporting ATPase (VF0848) (CDS_0045)
L] N I I
uvig_329194:18,307-47,253 (+)
tail fiber protein (CDS_0027) zinc containing alcohol dehydrogenase superfamily (CDS_0037)
ABC transporter (CDS_0028) Adherence and biofilm formation (VF0723) (CDS_0038)
29 30 31 3233 34 35 36 \ 39 40 4142 43 P(1)-type Mn2+ transporting ATPase (VF0848) (CDS_0044)
— N — I

uvig 85727:18,144-46,505 (+)
ABC transporter (CDS_0041)

hemolysin (CDS_0035) zinc containing alcohol dehydrogenase superfamily (CDS_0050)
endolysin (CDS_0037) Adherence and biofilm formation (VF0723) (CDS_0051)
tail fiber protein (CDS_0027) 323 40 P(1)-type Mn2+ transporting ATPase (VF0848) (CDS_0057)
28 29 30 31 [33| 36 | 3839 42 43 44 4546 47 48 49 52 53 5455 56
I — I I I

uvig_115457:18,147-53,643 (+)
RT_II-AM_III-B_2 (CDS_0033)
virion structural protein (CDS_0026) endolysin (CDS_0037)

27 29 hemolysin (CDS_0035) ~ 40
endolysin (CDS_0021) T28[30 31 32 | 34[36 | 3839] 41
— I I — I I N
uvig_167668:17,724-38,848 (+)
b 10000 nt !

head and packaging integration and excision lysis moron, auxiliary metabolic gene and host takeover other tail unknown function defence (DefenseFinder) defence (PADLOC)
N —

virulence (VFDB)

N




