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IMGVR_UViG_3300045988_094533|3300045988|Ga0495776_095037:21,882-34,327 (+)
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Cl-like repressor (CDS_0033)
30 31 32 34 35 36 3738 39 40

|
|
|
|
|
{
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IMGVR_UViG_3300045988_061259|3300045988|Ga0495776_112289:20,876-33,666 (+)
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MGV-GENOME-0296683:21,671-37,139 (+)
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