
Monaco_MBA1011_NODE_47_length_15141_cov_99.376641: 11,893-15,062 (+)

15 16 17 18 19 20 21

MGV-GENOME-0099669: 69-3,444 (-)

12

uvig_7119: 12,147-15,536 (+)

20 21

MGV-GENOME-0095244: 3-3,219 (-)

12

uvig_330648: 3-3,173 (-)

12

SAMN00791941_a1_ct3931_vs1: 11,831-15,081 (+)

20 21 22

MGV-GENOME-0106443: 1-3,764 (-); 11,790-16,120 (-)

123 17181920212223

uvig_12836: 1-3,553 (-); 11,583-15,755 (-)

12 21

IMGVR_UViG_3300045988_099736|3300045988|Ga0495776_142414: 1-3,540 (-); 11,571-15,861 (-)

12 2122

MGV-GENOME-0103065: 1-3,540 (-); 11,571-15,861 (-)

12 2122

IMGVR_UViG_3300045988_085158|3300045988|Ga0495776_053775: 1-3,763 (-); 11,790-16,383 (-)

123 222324

IMGVR_UViG_3300045988_115612|3300045988|Ga0495776_142346: 1-3,405 (-); 11,431-15,830 (-)

12 2122

MGV-GENOME-0099698: 1-3,514 (-); 11,544-15,606 (-)

123 22

SAMN06164946_a1_ct107606_vs1: 1-3,430 (-); 11,454-16,215 (-)

12 terminaseDNA methyltransferase (CDS_0021)22

MGV-GENOME-0097201: 1-3,344 (-); 11,374-15,426 (-)

12 21

MGV-GENOME-0099946: 12,393-15,625 (+); 1-4,372 (+)

120

3000 nt

DNA, RNA and nucleotide metabolism head and packaging lysis moron, auxiliary metabolic gene and host takeover other unknown function


